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S FUAVHIAN S | Koy
TENRgK{VEVKHVELTF KA QVKA NA F E F {V ES S KTT RA LK{NQT§N E lFQ K sKh
MTENRKSRIARANG SR KERA N Q VKN DNVSFDIYEGEVFGLVGESGSGKTTIGRAI Kl Y1 DKERIDEHEE THSK L

.. NEVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEI IFDGKK ING
BEVAVHNANFFINKGETFSLVGESGSGKTTIGRATIIGLNDTSNGEI IFDGKKINGY]
.FVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGY
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KG . KSLEFNEFRESA R)URRRINZ QLESIRNNSI3M K\YR D¢ D V HEH ViGN K A BSSD VG ()
LSHSEKNDLIRRIQMIFQDPAASLNERATVDYILSEGLEINFHLYKDEE RKAKIKI{IIKEVGLLEEHLTRYPHEFSGGQR|
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LSHSEKNDLIRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEE RKAKIKEIIKEVGLLEEHLTRYPHEFSGGQR

AL A AR RREL L LRE RO T

NKIgQ E@MGLTYLFIAHDLS V ISDRI V ERIGIHIVE
QRIGIARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETE
QRIGIARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETE
QRIGIARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETE

L YTKSl{SAV ) lERKKV QRS Ry
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X non conserved
B similar
> 50% conserved
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