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PigY)S W EIDTDKMTQV DNILNNAIKYSPDGGK TVIAMIMTT IjQ ILSISDEIGLGIPKWDLPBRIIFDRFYRVD ARSRAQ
PDKSVWIEIDTDKMTQVIDNILNNAIKYSPDGGKVTVTMQTTDTQLILSISDQGLGIPKKDLPLIFDRFYRVDKARSRAQ
PDKSVWIEIDTDKMTQVIDNILNNAIKYSPDGGKVT TMQTTDTQLILSISDQGLGIPKKDLPLIFDRFYRVDKARSRAQ

1A RE ACER 1A TV Yephoedce EEpes

GGTGLGL TAKEI KQHKGFIWAISSEMGIYGSTFTIVLPY JDINASY UWE | 449
GGTGLGLAIAKEIVKQHKGFIWANSEEGEGSTFTIVLPYENDNDAIDEWEEDEDES 450
GGTGLGLATIAKEIVKQHKGFIWANSEEGEGSTFTIVLPYENDNDAIDEWEEDEDES 450

X non conserved
B similar
>50% conserved
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