logo

NTDB id 1137721 DQM73 RS11145 WP 002927105.

NTDB id 392 SMU RS09000 WP 002263442.1
NTDB id 401 FSA28 RS09370 WP 002291646.1
consensus

logo

NTDB id 1137721 DQM73 RS11145 WP 002927105.

NTDB id 392 SMU RS09000 WP 002263442.1
NTDB id 401 FSA28 RS09370 WP 002291646.1
consensus

logo

NTDB id 1137721 DQM73 RS11145 WP 002927105.

NTDB id 392 SMU RS09000 WP 002263442.1
NTDB id 401 FSA28 RS09370 WP 002291646.1
consensus

logo

NTDB id 1137721 DQM73 RS11145 WP 002927105.

NTDB id 392 SMU RS09000 WP 002263442.1
NTDB id 401 FSA28 RS09370 WP 002291646.1
consensus

logo

NTDB id 1137721 DQM73 RS11145 WP 002927105.

NTDB id 392 SMU RS09000 WP 002263442.1
NTDB id 401 FSA28 RS09370 WP 002291646.1
consensus

1

DAL BuB T DAL YL L oA EE ARSEaf KA

M FEKIEWAVWL L NYQN NALIATIMIYDALIEQN PMYLD] yeodMels |WYN 18K RINLBIL KEEWRR QFIM KAJHQ
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS

Ul s ) T WSkl QUM

EIGSGTGNLAET Nj3l [NKI4IDY G E DDLLIDLSASIA V S|
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSS
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASTIADVLDSS

EOARIRD S e L B LT

J\HFR\QEDAVRPQ LKESDIIISDLPVG YP DEIASRY VA I@NHTYAHHLLMEQSLKYLKIZEGNAIFLAPNDLLTSEQ
VHFVQEDAVRPQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ
VHFVQEDAVRPQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ

5L FAL B VG Es ) O L agF e KEDAE

INYS SSKHA)GRERSARIGRE ANNEEPISRAIRR IR HBEMEEAR Q) SIFONUYKNSETIQTK
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDN VF
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF

LU oy

PLLKKWL|WN@XN)y A I LPE

T

321
317
317

non conserved
similar
> 50% conserved

(> JES

160
160
160

240
240
240

320
317
317



