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NTDB id 363 SMU RS05195 WP 002262215.1 MLIKLRKQKQDENISFFSHFFAVFTGIFFVMTVIIIQVMHFGIYSSVDNSLKIATENVNDYVNMTLSHNNP....ITEA. 75
NTDB id 1137702 DQM73 RS04835 WP 002925091.1 MLNKIKKTFYADDFSYFIRYFGLFTLIFSAMTLIIIQVMRSSLYTSVDENLKNLSNDPSSVADLAYRTTGQQSDPSNKVN 80
NTDB id 259 KZH43 RS03480 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENA. 79
NTDB id 218 SPD RS03780 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENA. 79
NTDB id 184 SPR RS03565 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENA. 79
NTDB id 148 SP RS03910 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENA. 79
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NTDB id 363 SMU RS05195 WP 002262215.1 .........ENGDA....SFKVKSNGQMAANTDTILYDKKHNVIN..NVNAFSSLYHIRPKLKDIGDIVEQEAKNIYGQT 140
NTDB id 1137702 DQM73 RS04835 WP 002925091.1 TKSPKNNKEPDGDSDEEPKPNNLTTPNVSSNTFALLLDDDYKNISTSKSDGFLDFNSLEFNKSYLNQIKEIVIGNSFGQT 160
NTDB id 259 KZH43 RS03480 WP 000491790.1 ...............RADASKVEIKPNVSSNTEVILFDKDFTQLLS..GNRFLGLDKIKLEKKELGHIYQIQVFNSYGQE 142
NTDB id 218 SPD RS03780 WP 000491790.1 ...............RADASKVEIKPNVSSNTEVILFDKDFTQLLS..GNRFLGLDKIKLEKKELGHIYQIQVFNSYGQE 142
NTDB id 184 SPR RS03565 WP 000491790.1 ...............RADASKVEIKPNVSSNTEVILFDKDFTQLLS..GNRFLGLDKIKLEKKELGHIYQIQVFNSYGQE 142
NTDB id 148 SP RS03910 WP 000491790.1 ...............RADASKVEIKPNVSSNTEVILFDKDFTQLLS..GNRFLGLDKIKLEKKELGHIYQIQVFNSYGQE 142
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NTDB id 363 SMU RS05195 WP 002262215.1 EKYRTVTVKVN.NDFYPQIKFATIVINTTQLEEANTRYVTIIISVMIVFWLISVIASVYLAKWSQKPILENYEKQKSFVE 219
NTDB id 1137702 DQM73 RS04835 WP 002925091.1 ESYRAYLFDIDPKNEYPDIKYAVVMTSISQLEQTSSKHEQLIAMVMVSFWGISLIASIYLARMSVKPLLESIQKQKAFVE 240
NTDB id 259 KZH43 RS03480 WP 000491790.1 EIYRVILMETNISSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVE 222
NTDB id 218 SPD RS03780 WP 000491790.1 EIYRVILMETNISSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVE 222
NTDB id 184 SPR RS03565 WP 000491790.1 EIYRVILMETNISSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVE 222
NTDB id 148 SP RS03910 WP 000491790.1 EIYRVILMETNISSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVE 222
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NTDB id 363 SMU RS05195 WP 002262215.1 NASHELRTPLAVLQNRLESLFRKPEATILDSSESIASSLEEVRNMRMLTANLLNLARRDDGIKPEITEIQPRFFDDTFKN 299
NTDB id 1137702 DQM73 RS04835 WP 002925091.1 NASHELRTPLAVLQSRLETLFRKPEATIMQSSENIASSLDEVRNMRLLTTNLLNLARRDDGIKPQYGEVEPEFFDTTFAN 320
NTDB id 259 KZH43 RS03480 WP 000491790.1 NASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTN 302
NTDB id 218 SPD RS03780 WP 000491790.1 NASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTN 302
NTDB id 184 SPR RS03565 WP 000491790.1 NASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTN 302
NTDB id 148 SP RS03910 WP 000491790.1 NASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTN 302
consensus !!!!!!!!!!!!!!*!!!*!!!!!!!!!***!!*!!!!!*!!!!!!*!!**!!!!!!!!!!!!!***!****!!**!!*!

logo YCE I
MIARSENGKNKRAKVLFHR I

S
F
I
ENKMRVIKNHHRPQTIKVTDKQI

T
L
F
LLKQLMTI LFDNAI

VKYTDEDNEDGVE I SWDLVFDMLAVIKTSSTATDRSYNL IYFLRSLVASDNGPQIG I SDTEDKKKI
NTDB id 363 SMU RS05195 WP 002262215.1 YEMIARENGKKLHIINKVNRQIKTDKTLLKQLMTILFDNAVKYTDNDGEIWLDVKTTDRSLIFSVADNGQGISDEDKKKI 379
NTDB id 1137702 DQM73 RS04835 WP 002925091.1 YCIIARENKKAFHSENMIKHPIVTDQIFLKQLMTILFDNAIKYTDDDGVISVMATSTDRYLIFRVADNGPGISDEDKKKI 400
NTDB id 259 KZH43 RS03480 WP 000491790.1 YEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKI 382
NTDB id 218 SPD RS03780 WP 000491790.1 YEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKI 382
NTDB id 184 SPR RS03565 WP 000491790.1 YEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKI 382
NTDB id 148 SP RS03910 WP 000491790.1 YEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKI 382
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NTDB id 363 SMU RS05195 WP 002262215.1 FDRFYRVDKARTRQKGGFGLGLSLAKQITDSLKGSIIVKDKKPQGVMFEARLLANK....... 435
NTDB id 1137702 DQM73 RS04835 WP 002925091.1 FDRFYRVDKARTRQKGGFGLGLSLAKQIVDAFKGTIYVKDNKPKGTVFEVKLLLKETKKRSVK 463
NTDB id 259 KZH43 RS03480 WP 000491790.1 FDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK. 444
NTDB id 218 SPD RS03780 WP 000491790.1 FDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK. 444
NTDB id 184 SPR RS03565 WP 000491790.1 FDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK. 444
NTDB id 148 SP RS03910 WP 000491790.1 FDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK. 444
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