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NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFI..FWRQDDYTSRNFENKD....NALKQSTSENSSL.SKVEDVQV 73
NTDB id 613 LCA RS05340 WP 231952379.1 .MMWQD....YWQRYRRFWWVP.CLVLLGIIAGGFY...WHQSQQKQKVT...QNEQLLATSASKTKP.........ATK 59
NTDB id 105 BSU 25590 NP 390437.1 ...........MNWLNQHKKAI.ILAASAAVFTAIMIFLATGKNKEPVKQAVP..................TETENTVVK 50
NTDB id 595 KW2 RS08725 WP 021037687.1 ...MEK....ILDKLKEYWKIM.LLVVCALIAGGIF..YIFTNSPKPAET...LSVEN..LSSSSTKSS...V....SKF 58
NTDB id 300 STER RS07485 WP 011681496.1 ..MKEK....ILAYVKDNRLFV.SVIAVLMVIFCFF..LWMTCGAGNSMEAETSYTDVTALSTSSSKQSSQSLSEASSQS 71
NTDB id 1137695 DQM73 RS03640 WP 032908211.1 ..MLEE....IIEKLKEYKLFV.GLAVVGAVLGGFF..LIKGNHQPQNQVAA.LSQEITSSSS.....SADEESE.KVVS 64
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ...MES....IIEKIKEYKIIV.ICTGLGLLVGGFF..LLKPAPHTPVKETN.LQAEVVAISK.......DSSTEKDVKK 62
NTDB id 493 SM12261 RS04300 WP 000387351.1 ...MEA....IIEKIKEYKIIV.ICTGLGLLVGGFF..LLKPAPQTPVKETN.LQAEVVAVSK.......DSVSEKEVKK 62
NTDB id 263 KZH43 RS04195 WP 000387330.1 ...MEA....IIEKIKEYKIIV.ICTGLGLLVGGFF..LLKPAPQTPVKETN.LQAEVAAVSK.......DLVSEKEVNK 62
NTDB id 222 SPD RS04535 WP 000387330.1 ...MEA....IIEKIKEYKIIV.ICTGLGLLVGGFF..LLKPAPQTPVKETN.LQAEVAAVSK.......DLVSEKEVNK 62
NTDB id 188 SPR RS04295 WP 000387330.1 ...MEA....IIEKIKEYKIIV.ICTGLGLLVGGFF..LLKPAPQTPVKETN.LQAEVAAVSK.......DLVSEKEVNK 62
NTDB id 153 SP RS04730 WP 000387344.1 ...MEA....IIEKIKEYKIIV.ICTGLGLLVGGFF..LLKPAPQTPVKETN.LQAEVAAVSK.......DSSTEKEVKK 62
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NTDB id 36 MW RS08230 WP 001793467.1 KDGDNSKNKGPVYVDVKGAVKHPNVYKMTS.KDRVVDLLDKAQ.LLEDADVSQINLSEKLTDQKMIFIPHKGQKNVEPQI 151
NTDB id 613 LCA RS05340 WP 231952379.1 KTHQAATKKKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQEL 139
NTDB id 105 BSU 25590 NP 390437.1 QEANNDESNETIVIDIKGAVQHPGVYEMRT.GDRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQG 129
NTDB id 595 KW2 RS08725 WP 021037687.1 NSSSSEKNKNEIMVDLKGAVAKPNVYQISS.DERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSEST 137
NTDB id 300 STER RS07485 WP 011681496.1 KTEGSEKVKSKVTVDVKGAVVNPGVYTLKA.GARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQ 150
NTDB id 1137695 DQM73 RS03640 WP 032908211.1 KDKADEEESEQVTVDIKGAVKNPGVYELRA.GARVHEAIQKAGGLTADAEAKSINQAQKLMDEAVIYVAKIGEEGADVTQ 143
NTDB id 521 SMSK321 RS04960 WP 000443804.1 EEKEEPVEQDLITVDVKGAVKSPGIYDLSV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQHT 141
NTDB id 493 SM12261 RS04300 WP 000387351.1 EEKEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQA 141
NTDB id 263 KZH43 RS04195 WP 000387330.1 EEKEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQT 141
NTDB id 222 SPD RS04535 WP 000387330.1 EEKEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQT 141
NTDB id 188 SPR RS04295 WP 000387330.1 EEKEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQT 141
NTDB id 153 SP RS04730 WP 000387344.1 EEKEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQT 141
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NTDB id 36 MW RS08230 WP 001793467.1 GVNS..................VHVKNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKG 213
NTDB id 613 LCA RS05340 WP 231952379.1 IQAPQQIATTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGG 219
NTDB id 105 BSU 25590 NP 390437.1 GGG....................SVQSDGGKGALVNINTATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVSG 189
NTDB id 595 KW2 RS08725 WP 021037687.1 DSPT...............GSSVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSG 202
NTDB id 300 STER RS07485 WP 011681496.1 TGTGQ...............VSDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSG 215
NTDB id 1137695 DQM73 RS03640 WP 032908211.1 TGQHQ.............AGVSDSAGASGGKSDKVNLNTATEAELQTISGIGQKRASDIIAYRESNGSFKSVDDLKKVSG 210
NTDB id 521 SMSK321 RS04960 WP 000443804.1 G.....................SGAPSSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSG 200
NTDB id 493 SM12261 RS04300 WP 000387351.1 G.....................PGTASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSG 200
NTDB id 263 KZH43 RS04195 WP 000387330.1 G.....................LGTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSG 200
NTDB id 222 SPD RS04535 WP 000387330.1 G.....................LGTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSG 200
NTDB id 188 SPR RS04295 WP 000387330.1 G.....................LGTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSG 200
NTDB id 153 SP RS04730 WP 000387344.1 G.....................SGTASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSG 200
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NTDB id 36 MW RS08230 WP 001793467.1 FGSKTFDKLKSYFTI. 228
NTDB id 613 LCA RS05340 WP 231952379.1 IGPKTFEQLQSQICVN 235
NTDB id 105 BSU 25590 NP 390437.1 IGEKSFEKIKSSITVK 205
NTDB id 595 KW2 RS08725 WP 021037687.1 FGDKTLEKLKDEISID 218
NTDB id 300 STER RS07485 WP 011681496.1 IGDKTLDKIRESLYVA 231
NTDB id 1137695 DQM73 RS03640 WP 032908211.1 IGDKTLEKLKEYVTVD 226
NTDB id 521 SMSK321 RS04960 WP 000443804.1 IGAKTIEKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 IGAKTIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 IGGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 IGGKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 IGGKTIEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 IGGKTIEKLKDYVTVD 216
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