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NTDB id 601 KW2 RS02615 WP 021036805.1 IIATLYRRTKNNPVL GEPGVGKTA IR DEMARIQO KINQNKENY S 215
NTDB id 378 SMU RS02690 WP 002263569.1 IIILYRRTKNNPVL GEPGVGKTA I VDGD VP[ARYLIs{ex 8|V S 222
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NTDB id 243 SPR RS03635 WP 000882517.1 IIATLYRRTKNNPVL GEPGVGKTA 1R DEDARLHKINQ GK Q)Y S 221
NTDB id 241 SP RS04015 WP 000882523.1 IIILYRRTKNNPVL GEPGVGKTA IRYDEDANLHKINQ GK Q) S 221
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NTDB id 601 KW2 RS02615 WP 021036805.1 TKAEDEEKIWNHFRDQISELRELQK. ... .. TDEDMP EQKQGDKEKQTQ 446
NTDB id 378 SMU RS02690 WP 002263569.1 = TRBEDMEK/VNYFRDQIABRYKEMQS...... DKENTP EQKUNIRAUGEIRKEKIHQ S QIN 453
NTDB id 1137693 DQM73 RS03385 WP 002925552.1 TRBEDEEKINN\YFRDQIABWYKELQQ...... LDKDTP EQKENNIRAUGDIMK EK|2Q S Q)8 452
NTDB id 281 KZH43 RS03550 WP 000882517.1 = TREEDEBEKINIYYFRDQIABYKEMQK...... TDQDTP EQKENNERAUGDIMK EK|2Q S Q)8 452
NTDB id 245 SPD RS03860 WP 000882517.1 = TREEDEBEK/WNYFRDQIABYKEMQK. ..... TDQDTP EQKENNISAUGDIMK EK|2Q S Q)8 452
NTDB id 243 SPR RS03635 WP 000882517.1 = TREEDBEKIWIYYFRDQIABYKEMQK. ... .. TDQDTP EQKENNIRAUGDIMK EK|2Q S Q)8 452
NTDB id 241 SP RS04015 WP 000882523.1 @ TREEDBEKIVIYFRDQIABYKEMQK. ... .. TDQDTPS EQKUYNIRAUGDIRKEKIHQ S QIH 452
NTDB id 85 BSU 00860 NP 387967.1 QVEDTKKSWKEKQGQENSE SSWIGMAUS KA Q TIHTDK)H 510
NTDB id 610 V4T04 RS10165 WP 012897346.1 = VIKLWMIKABRTKEKAVERIABKIYKFS..... KEDKRQE ASTLWGMSAET QMTK S|ASDR)K 519
NTDB id 290 KZH43 RS10025 WP 001109677.1 = LMBGKMWKQIWNQLIAKEE.........E..... . GIRRAUQKINT QT 514
NTDB id 289 SPD RS10700 WP 001109677.1 = LMBIGKMKQIWNQLIAKEE.........E..... . GIRRAUQKIMT QT 514
NTDB id 287 SP RS11210 WP 001109712.1  LMBGKMWKQIWNQLIAKEE.........E..... GEIRRAUQKIRT QT 514
NTDB id 377 SMU RS09275 WP 002262344.1 = LITNPDMQLMKRLLKKEK.........K..... GIRAUKKINT QA 517
NTDB id 297 STER RS00545 WP 011680614.1 = LISGWIGAINVKQYKANQ.........K..... GIRRAYEKMTQT, 520

NTDB id 329 STU RS10020 WP 011225298.1 = LISGRIGAMVKQYKANQ.........K..... GIRRAUEKMTQT 520
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NTDB id 601 KW2 RS02615 WP 021036805.1 K F GPTGVGKTELAK[NL AlQX SRIMIRFDMSEYMEKHRAWY L 526
NTDB id 378 SMU RS02690 WP 002263569.1 F GPTGVGKTEL BIMIRFDMSEYMEKHINAN L 533
NTDB id 1137693 DQM73 RS03385 WP 002925552.1 F GPTGVGKTEL RIMIRFDMSEYMEKHSAYWYN L 532
NTDB id 281 KZH43 RS03550 WP 000882517.1 F GPTGVGKTEL RIMIRFDMSEYMEKHRAWYN L 532
NTDB id 245 SPD RS03860 WP 000882517.1 F GPTGVGKTEL RIMIRFDMSEYMEKHSAWYN L 532
NTDB id 243 SPR RS03635 WP 000882517.1 F GPTGVGKTEL SRIMIRFDMSEYMEKHRAWY L 532
NTDB id 241 SP RS04015 WP 000882523.1 F GPTGVGKTEL BIMIRFDMSEYMEKHSAWYN L 532
NTDB id 85 BSU 00860 NP 387967.1 F GPTGVGKTELA JALAIN BIMIRMDMSEYMEKHRENS] L 590
NTDB id 610 V4T04 RS10165 WP 012897346.1 F GPTGVGKTELAKJLADN] WMIRUWYDMSE MEKHRNNS L 599
NTDB id 290 KZH43 RS10025 WP 001109677.1 ATRRN[MBIG F GPTGVGKTELAKJAL AlRY 1L 594
NTDB id 289 SPD RS10700 WP 001109677.1 ATRRN[ASJG F GPTGVGKTELAKJAL AlRY 594
NTDB id 287 SP RS11210 WP 001109712.1 ATRRN[ABIG F GPTGVGKTELAKJAL AlRY 594
NTDB id 377 SMU RS09275 WP 002262344.1 ATRRN[{SJG F GPTGVGKTELAKJAL AlRY 597
NTDB id 297 STER RS00545 WP 011680614.1 ATIRRN[ESIG I3 F GPTGVGKTELAKJAL AlRY 600
NTDB id 329 STU RS10020 WP 011225298.1 ATRRN[MEIG F GPTGVGKTELAKJAL AlRY 600
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GQLTEKVR|YPYS LLDEVEKAHPDVj: IILQVLDDGRILTDENGREFVEIF T I T IMTSNEIGENe) QN
GQLTE VRIWPYS LLDEVEKAHPDV|i:l IRLQVLDDGIILTDHNGRINVEIE DENI T TIMT S NEIGNe) Qs
GQLTEKVRWPYS LLDEVEKAHPDVj: IILQVLDDGRILTDENGREFVEIF NI I IMT SNEIG eI Qs
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GQLTEKVRWPYS LLDEVEKAHPDVjS: IJLQVLDDGRILTDENGREFVEIF YL I IMT S NEIG eI Qs
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LLDEVEKAHPDV}ay NSRRI L[EATALRD
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LIDEVEKAHPD IRL QVLDDGRYL TDRINGRISVINERINT I I IMT S NIRGLEN:ARAY
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LDEVEKAHPD IRLQVLDDGRYL TDSIAGRISVINERINT I I IMT S NIRGLUN:YRAY
LRDE EKAHPD IRL QVLDDGYL TDSIAGRISVINERINT I T ITMT S NIRGLYN:YR:RY

LIIDE EKAHPD IRLQVLDDGEL TDSIIGRIGVINFENTI I IMT S NIRGLUW:NR:AY
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