
logo MATS IDKSKFQFVKRDDFASETIDAPASYSYWKSVMRQFLFKKKSTI
T
V
T
VMLGI L IATI I LMSF IYPMFSNKFDFNDVSKVNDFSMVLR

NTDB id 1137685 DQM73 RS02275 WP 002898857.1 MATIDKSKFQFVKRDDFASETIDAPAYSYWKSVMRQFLKKKSTITMLGILIAIILMSFIYPMFSNFDFNDVSKVNDFSMR 80
NTDB id 477 HSISS4 RS06990 WP 021143810.1 MASIDKSKFQFVKRDDFASETIDAPAYSYWKSVMRQFFKKKSTTVMLGILIAIILMSFIYPMFSKFDFNDVSKVNDFSVR 80
NTDB id 326 STU RS16120 WP 002946409.1 MASIDKSKFQFVKRDDFASETIDAPSYSYWKSVMRQFFKKKSTVVMLGILITIILMSFIYPMFSKFDFNDVSKVNDFSLR 80
NTDB id 294 STER RS06920 WP 002946409.1 MASIDKSKFQFVKRDDFASETIDAPSYSYWKSVMRQFFKKKSTVVMLGILITIILMSFIYPMFSKFDFNDVSKVNDFSLR 80
consensus !!*!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!*!!!!!**!!!!!! !!!!!!!!!!!!*!!!!!!!!!!!!!*!

logo YI
V
K
HPSNAQYWFGTDGSNGKSLFDGSVWFGARNS I L I SA I

V IATVF ILNLVAVI IGVL IVL IVGGAI
VWGI SKTVFDRMVIMME IYNI I SNIPASLL IVVIV

NTDB id 1137685 DQM73 RS02275 WP 002898857.1 YIKPSAQYWFGTDSNGKSLFDGVWFGARNSILISIIATVINLAIGVIIGGIWGISKTVDRVMMEIYNIISNIPALLIVIV 160
NTDB id 477 HSISS4 RS06990 WP 021143810.1 YVHPNAQYWFGTDSNGKSLFDSVWFGARNSILIAVIATFINVVIGLVVGAVWGISKTFDMIMMEIYNIISNIPALLVVIV 160
NTDB id 326 STU RS16120 WP 002946409.1 YVHPNAQYWFGTDGNGKSLFDSVWFGARNSILIAVIATFLNVIIGLLVGAVWGISKTFDMIMMEIYNIISNIPSLLVVIV 160
NTDB id 294 STER RS06920 WP 002946409.1 YVHPNAQYWFGTDGNGKSLFDSVWFGARNSILIAVIATFLNVIIGLLVGAVWGISKTFDMIMMEIYNIISNIPSLLVVIV 160
consensus !**!*!!!!!!!! !!!!!!!*!!!!!!!!!!!**!!!**!**!!***!**!!!!!!*!**!!!!!!!!!!!! !!*!!!

logo LTYS ILGAGFWNLMI FAMTI
VTGWVIG IAYTIRVIQIMRYRDLEYNLASRNTLGTPTLAKIVTVIKNIMPQLVSVIVTTMTASQMLLPSGF I S

NTDB id 1137685 DQM73 RS02275 WP 002898857.1 LTYSIGAGFWNLIFAMTITGWVGIAYTIRVQIMRYRDLEYNLASRTLGTPTLKIVTKNIMPQLVSVIVTTTSQMLPSFIS 240
NTDB id 477 HSISS4 RS06990 WP 021143810.1 LTYSLGAGFWNMIFAMTVTGWIGIAYTIRIQIMRYRDLEYNLASRTLGTPTAKIVVKNIMPQLVSVIVTMASQLLPGFIS 240
NTDB id 326 STU RS16120 WP 002946409.1 LTYSLGAGFWNMIFAMTVTGWIGIAYTIRIQIMRYRDLEYNLASRNLGTPTAKIVIKNIMPQLVSVIVTMASQLLPGFIS 240
NTDB id 294 STER RS06920 WP 002946409.1 LTYSLGAGFWNMIFAMTVTGWIGIAYTIRIQIMRYRDLEYNLASRNLGTPTAKIVIKNIMPQLVSVIVTMASQLLPGFIS 240
consensus !!!!*!!!!!!*!!!!!*!!!*!!!!!!!*!!!!!!!!!!!!!!! !!!!!*!!!*!!!!!!!!!!!!!**!!*!!*!!!

logo YEAFLSFYFGLGLPVTVTPSLGRL I SDYSAQNVTTVNAYLFWIPLTTL I LVSLTAFLFVIVGQNLADASDPRTHR
NTDB id 1137685 DQM73 RS02275 WP 002898857.1 YEAFLSFFGLGLPVTVPSLGRLISDYSQNVTTNAYLFWIPLTTLILVSLTFFVVGQNLADASDPRTHR 308
NTDB id 477 HSISS4 RS06990 WP 021143810.1 YEAFLSYFGLGLPVTTPSLGRLISDYAQNVTVNAYLFWIPLTTLILVSLALFIVGQNLADASDPRTHR 308
NTDB id 326 STU RS16120 WP 002946409.1 YEAFLSYFGLGLPVTTPSLGRLISDYAQNVTVNAYLFWIPLTTLILVSLALFIVGQNLADASDPRTHR 308
NTDB id 294 STER RS06920 WP 002946409.1 YEAFLSYFGLGLPVTTPSLGRLISDYAQNVTVNAYLFWIPLTTLILVSLALFIVGQNLADASDPRTHR 308
consensus !!!!!!*!!!!!!!!*!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!**!*!!!!!!!!!!!!!!!
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