
logo MKQKSKVWLALAGVTALLASGAVGAFVLAACSGSSKKPNTKSGSNSDTSSGNTTFYNGYI
VYENSTSDPENSTLNDYLITSSNKTAGAPTTKDTSALVTVATNVGI

VDGLLMENADQKYG
NTDB id 1137683 DQM73 RS02265 WP 002925884.1 MKQSKVLALAGVTLLAAGFLAACSGSKPNTKSGSSDSSNTFNYIYETDPENLNYLTSSKAATTDLTANVIDGLLENDQYG 80
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSK.......SSTSGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYG 73
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSK.......SNTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYG 73
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSK.......SNTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYG 73
consensus !!*!!*!!!!!!*!!**!*!!!!!** ! *!**!**!*!**!!!*!*!*!!****!*****!**!!!*!*!*!!

logo NLVPSMVAEEDWTSVSPQKDGKLTYTYKLIRKDGAVIKWYTSDEGEEYADNVTAEKDFVTGLKYHAADGNSKSAEGATGLIYLVQDSVIKAGLKSDYI
LSGAKTNI

KD
NTDB id 1137683 DQM73 RS02265 WP 002925884.1 NLVPSMAEEWTVSPDGKTYTYKLRKDAKWYTSEGEEYADVTAEDFVTGLKYAADNKSETIYLVQDSVKGLKDYISGK.ID 159
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NLVPSVAEDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKD 153
NTDB id 324 STU RS16140 WP 011226306.1 NLVPSVAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKD 153
NTDB id 292 STER RS06940 WP 011681419.1 NLVPSVAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKD 153
consensus !!!!!*!!*!*!!*!!*!!!!!*!!**!!!!!*!!!!! !!!*!!!!!!!*!!!*!****!!!!!!**!!*!!*!!***!

logo FSENVGI
VKAVIDEDHYTVLEQYTLNKEKQPESPFYWNSKTTMYGS ILLSYFPVNKEDFLKNQKGDKKDFAGQKASTDPTSLI LYNGPFLLKSLTSAKSES IQEFLETVKN

NTDB id 1137683 DQM73 RS02265 WP 002925884.1 FSEVGIKAVDDHTVEYTLNEPESFWNSKTTMGILYPVNKDFLKNQGDKFAQATDPTSLLYNGPFLLKSLTSKSEIQFEKN 239
NTDB id 475 HSISS4 RS07005 WP 021143809.1 FSNVGVKAIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKN 233
NTDB id 324 STU RS16140 WP 011226306.1 FSNVGVKAIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKN 233
NTDB id 292 STER RS06940 WP 011681419.1 FSNVGVKAIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKN 233
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logo

P
EHNYWDKEKNVHVFDAVIKFLSFYYDGQSDQEGDKALAEVDRQGFSTQDGALYSTNLTFARLVYFPTSASTNYESAKSVEKDKFYKDNI FVYYTPAQPDGASTFSLAVIGTVINLIDRQSY

NTDB id 1137683 DQM73 RS02265 WP 002925884.1 PNYWDKENVHVDAVKLSFYDGQDQGKLADQFSQGALTTARLFPTSATYEKVEKDFKDNIVYTPQDASTFLVGTNIDRQSY 319
NTDB id 475 HSISS4 RS07005 WP 021143809.1 ENYWDKKNVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSY 313
NTDB id 324 STU RS16140 WP 011226306.1 EHYWDKKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSY 313
NTDB id 292 STER RS06940 WP 011681419.1 EHYWDKKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSY 313
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TAKTKSTEDASQEKSTSTKKALLNKDFRQSALITNFAFINDRETKSAYAQSQMINGKDGAADTKLGLALVRNLYF IVPPSTDFVQSAGDKSTFGDLVKTEKVMVSTSYGD

NTDB id 1137683 DQM73 RS02265 WP 002925884.1 NHTAKTSEAQKTSTKKALLNKDFRQALTFAFNRESYASQINGKDGADKLLRNLYIPPTFVQAGDKSFGDLVKEKVVTYGD 399
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KFSAKKTDAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGD 393
NTDB id 324 STU RS16140 WP 011226306.1 KYTAKKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGD 393
NTDB id 292 STER RS06940 WP 011681419.1 KYTAKKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGD 393
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logo EWKSDGVDNLFSTADGSQDGLYNEANEKAKATEFAKAKDETALKQADGVEQFP IHLDI
LPVNDQTSASTKI

S
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NVQARQAVQSLKQSTI EQKTSLGKSDENVVIDI

V
H
NQL

NTDB id 1137683 DQM73 RS02265 WP 002925884.1 EWKDVDFSDGQDGLYNENKAKAEFAKAKEALKADGVEFPIHLDIPVDQTATSKVQRVQSLKQSIEKTLGKDNVVIDVHQL 479
NTDB id 475 HSISS4 RS07005 WP 021143809.1 EWSGVNFTDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQL 473
NTDB id 324 STU RS16140 WP 011226306.1 EWSGVNFADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQL 473
NTDB id 292 STER RS06940 WP 011681419.1 EWSGVNLADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQL 473
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ATLFNAPASNAAEAEDWDI SDNGNSVAIGWGSAPDYQDPSTYLDVI IFKPTTGSGSENTKATFLMGFYDGDTPDNNAAAKAQVGLDKEDYTDKALVLDNESAGA

NTDB id 1137683 DQM73 RS02265 WP 002925884.1 SKDEVTNITLFAPSAAEEDWDISDNVGWSPDYQDPSTYLDVIKP.GGENTKTFLGFDGTDNAAAKQVGLDEYTKLVDEAG 558
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SSDDIQNATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTKTFMGYDDPNNAAAAQVGLKDYDALLDSAA 553
NTDB id 324 STU RS16140 WP 011226306.1 SSDDLENVTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAA 553
NTDB id 292 STER RS06940 WP 011681419.1 SSDDLENATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAA 553
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logo

A
SEKTQTSDLNAKVRYEDKRYAAQAQAWLTEDSASLLVIPVLTSVRGTNGARAPATVLITSKRVLVTPFSTVGPAFSAMLWQSVGADKANRSESASNADSYFYIKYMVKLPQDEEKPVVTTKKDEYNESQAS

NTDB id 1137683 DQM73 RS02265 WP 002925884.1 AEKQDLNKRYEKYAAAQAWLTDSALLIPVTSRTG.RPTLTKVVPFSVPFAWSGAKAREAASYKYMKLQDEPVTTKDYNSA 637
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SETTDLNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQS 632
NTDB id 324 STU RS16140 WP 011226306.1 SETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQS 633
NTDB id 292 STER RS06940 WP 011681419.1 SETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQS 633
consensus *!**!!!*!!**!!*!!!!!*!!*!*!!*!***!**!******!!*******!*!*******!!*!*!***!!*!*!***

logo

Q
REKWNLKERKAKAESNKEKAQEKEDLAEDKHVK

NTDB id 1137683 DQM73 RS02265 WP 002925884.1 QEKWNKERAESNKKAQEELADHVK 661
NTDB id 475 HSISS4 RS07005 WP 021143809.1 REKWLKEKKASNEKAQKDLEKHVK 656
NTDB id 324 STU RS16140 WP 011226306.1 REKWLKEKKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 REKWLKEKKESNEKAQKDLEKHVK 657
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X ≥ 50% conserved


