
logo MKRTLNKKFIKWWL IVGSGL ILASL I LSLLLMAVFLFFPLPYYI
LEMPGGAYDIRSTVLVQTVNGHKEDKERKGASYNQFVAVGS ILSKRASTLPAIQLVLYAWLTP

NTDB id 1137647 DQL69 RS03090 WP 111690739.1 MKRLKKIKWWLVGLLALISLLLALFFPLPYYIEMPGGAYDIRTVLQVNGKEDKRKGAYQFVAVGISRASLAQLLYAWLTP 80
NTDB id 360 SMU RS02495 WP 002262039.1 MKTNKKFKWWLISGISLILLLMVFFFPLPYYLEMPGGAYDIRSVVTVNHKEDKEKGSYNFVAVSLSKATPIQVLYAWLTP 80
consensus !! !! !!!!* * !! !!* !!!!!!!*!!!!!!!!!!*!* !!*!!!! !! !*!!!! *!*!** !*!!!!!!!

logo FTE I STSTAEKDETTGGVYSDADFYLMRINQFYMETSQNAGAIYKQALSLAGHKKPAVSTFLDNYKMGVYVLDQVNSNRENSTFKGTVLHNI
LADTVTGVNDGK

NTDB id 1137647 DQL69 RS03090 WP 111690739.1 FTEISTAEDTTGGYSDADFLRINQFYMETSQNAAIYQALSLAGKPVTLDYKGVYVLDVNNESTFKGTLHLADTVTGVNGK 160
NTDB id 360 SMU RS02495 WP 002262039.1 FTEITSAKETTGGVSDADYMRINQFYMETSQNGAIYKALSLAHKKASFNYMGVYVLQVSRNSTFKGVLNIADTVTGVNDK 160
consensus !!!!**! *!!!! !!!!**!!!!!!!!!!!!*!!! !!!!!*!* * ! !!!!! ! !!!!! !**!!!!!!!! !

logo

Q
TFHTSSAKEL IDKYVSGHLKLGDSEKVSTVQFYTSDENKKPKKTAGKVGKR I

V IKLKSNGKNGIG IAGLTVDHTKSVNTSDEDKTI
V
E
I FSTKNAGI

VGGPSAGLMF
NTDB id 1137647 DQL69 RS03090 WP 111690739.1 QFTSSAELIDYVSHLKLGDEVTVQFTSDNKPKKGVGRIIKLKNGKNGIGIALTDHTSVNSEDTVIFSTKAVGGPSAGLMF 240
NTDB id 360 SMU RS02495 WP 002262039.1 TFHSSKELIKYVSGLKLGSKVSVQYTSENKKKTAKGKVIKLSNGKNGIGIGLVDHTKVTSDDKIEFSTNGIGGPSAGLMF 240
consensus !*!! !!! !!!*!!!! !*!!*!!*!!*! * !**!!! !!!!!!!!*! !!! ! !*! * !!! **!!!!!!!!!

logo TLDIYDQI
L
T
VKEDLRKGR I

TIAGTGTIGEKDGESVGDIGGADGLMKVAVAAADERAIGNADI FFVPNNPVDSKAE I
T
K
LKKVNPKNAI

L
S
TNYEQEAKQRA

NTDB id 1137647 DQL69 RS03090 WP 111690739.1 TLDIYDQITKEDLRKGRTIAGTGTIGKDGEVGDIGGAGLKVVAAAEAGADIFFVPNNPVDKEIKKVNPNAISNYEEAKRA 320
NTDB id 360 SMU RS02495 WP 002262039.1 TLDIYDQLVKEDLRKGRIIAGTGTIGEDGSVGDIGGADMKVAAADRINADIFFVPNNPVSKATLKKNPKALTNYQEAKQA 320
consensus !!!!!!!* !!!!!!!! !!!!!!!! !! !!!!!!! *!! !! !!!!!!!!!!! ! ! !! !**!! !!! !

logo AKKRLGKTKMKIVP I
V
K
T
N
TVQEAI

L
D
VYLRKH

NTDB id 1137647 DQL69 RS03090 WP 111690739.1 AKRLKTKMKIVPITTVQEALVYLRK. 345
NTDB id 360 SMU RS02495 WP 002262039.1 AKKLGTKMKIVPVKNVQEAIDYLRKH 346
consensus !!*! !!!!!!!* !!!!* !!!!*

X non conserved
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X ≥ 50% conserved


