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NTDB id 1137610 DQL21 RS07840 WP 018030755.1 MSGLLTFIIIFGILVVVHEFGHFYFAKKSGILVREFAVGMGPKIFAHTGKDGTAYTIRLLPLGGYVRMAGWGDDDSEIKA 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !****!!**!!***!!*!!!!!!*!!!*!!!!!!!!!*!!!!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!*!**!!!*

logo GTSPASLTLNGSKEDGVKVTRR IDNLSGDKRRQLVDKQTSALPMTNVVTSAYDLEDKLETI STGTLVLDGEPTKTYSEVDHDVATIVEEDGTEVLR IAPLKDVQY
NTDB id 1137610 DQL21 RS07840 WP 018030755.1 GTPASLTLNSEGVVTRIDLSGKRLDKTSLPMTVVSYDLEDKLEISGTVLDEPKTYSVDHDVTIVEEDGTEVRIAPLDVQY 160
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
consensus !*!!!!!!***!*!*!!*!!****!*!*!!!*!**!!!!!!!*!*!*!!*!*!!!*!!!!*!!!!!!!!!*!!!!*!!!!
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NTDB id 1137610 DQL21 RS07840 WP 018030755.1 QNASIWGRLITNFAGPMNNFILGILVFVLAVFIQGGVQNLETNQVRVIPDGAVAKAGLKNNERILQIGDQKVTDWESLSQ 240
NTDB id 323 STU RS10650 WP 011225396.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
NTDB id 291 STER RS01205 WP 011680685.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
consensus !!!!!!!!!!!!!!!!!!!!!!!*!!!****!*!!!!!***!!***!***!!****!!!****!**!***!!!!!*!!**
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NTDB id 1137610 DQL21 RS07840 WP 018030755.1 AVDLETKDFDSTETLSLVVQGASG.KRTLSVKPQKVQGRYTLGVTPSIESLGVLGNIQAGIRIAWERTFAILNALKNLIL 319
NTDB id 323 STU RS10650 WP 011225396.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLK.TGLKDKIFGGFQMAWEGATAILATLKGLIT 319
NTDB id 291 STER RS01205 WP 011680685.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLK.TGLKDKIFGGFQMAWEGATAILATLKGLIT 319
consensus !****!**!*****!!**!****!***!*!!!!!**!!*!*!!!*!*** *!****!**!***!!!***!!!**!!*!!*
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NTDB id 1137610 DQL21 RS07840 WP 018030755.1 QPDLNKLGGPVAIYQMSNTAAQQGFLSSLLLMGMLSMNLGILNLIPIPALDGGKILINIIEAIRRKPLKQETETYITLAG 399
NTDB id 323 STU RS10650 WP 011225396.1 NFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAG 399
NTDB id 291 STER RS01205 WP 011680685.1 NFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAG 399
consensus ***!!!!!!!!!**!!!**!***!**!*!*!!!!!!*!!!!*!!!!!!!!!!!!!**!!!!!!!!!!!*!!*!*!!!!!!
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VLMIAVTWNDIMRAFF
NTDB id 1137610 DQL21 RS07840 WP 018030755.1 VAIMVILMIAVTWNDIMRAFF 420
NTDB id 323 STU RS10650 WP 011225396.1 VAVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 VAVMVVLMIAVTWNDIMRAFF 420
consensus !!*!!*!!!!!!!!!!!!!!!
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