
logo MSDENRSTHLEKEQEKEYTWDLATTI FATDAQDEWENTEW
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S
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A
DLDKKLAASASNYAGHLLDESASHKNSLLGTAITELYLMASLAMRRLEKI

LYVYASMKND
NTDB id 1137605 DQL21 RS06575 WP 018030161.1 MSENRSHLKQEETWDLATIFATDQEWENEWSDLSKALDLAASNAGHLLESSHSLLTITELYLALARRLEKLYVYASMKND 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus !!*!!*!! !!!! !!!!!! *!! !* ! ! !!!!!*! * !! !!!!* ! !!!!!*!!!!!!!!!

logo QDTTVGSLYYQELYQAKASTANI
LYASKQFLSEQATFAFYFEPEFMRANLDSDEDKKLLYAQETFKLESEQESPEGLGKALYADHFYFYDEKRLFLAKNQKDEHVLSQEKAEEELLAAGA

NTDB id 1137605 DQL21 RS06575 WP 018030161.1 QDTTVSYYQELQAKATAIYAKFSQTFAFFEPEFRNLSEDLYQTFLSESPELKAYAHFYDKLFKQKEHVLSQKEEELLAGA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!!!! !!! !!!!* *! ! !!*!!!!! ! * ! ! ! ! !****! *!*!!!!! !!!!!*!

logo

G
S
D
E I FGNAGAPSTDETFDNI

VLDNADI LVFPSWI
V
S
VDAGEQGDNTVVELVTHGNF ITLMESKDRDKI

VRKQAGAYEAMYGS ITYEQQFYQHTYAKQTLQGTNVVKVHN
NTDB id 1137605 DQL21 RS06575 WP 018030161.1 SEIFGAASETFDILDNADIVFPSIVDAEGNTVEVTHGNFITLMESKDRKVRQAAYEAMYSIYQQYQHTYAKTLQTNVKVN 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus *!! ****!! *!!!!!!*!! * !* ! !!*!!!!!!!!!!!!!! *! *!!!!!! ! !*!!!!! !!! !!!*

logo NFYKQAKRTVRHYNRSARHQAALASANF IPESVYDASLLEVSVNKHLPLLHRYI
L
D
RLRKQDKI

VLGLDDELKMYDLVYTPLSETATDELTASLYSTYEEQASLEK
NTDB id 1137605 DQL21 RS06575 WP 018030161.1 NFKARTRHYRSARQAALSANFIPESVYDALLVSVNKHLPLLHRYIRLRQDILGLDDLKMYDLYTPLSTADLSYSYEQALE 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLK 320
consensus !* !* !!! !!!*!!! !!!!!!!!!! !! !!!!!!!!!!!!* !! *!!!!*!!!!!*!!!!! * *!! !

logo KAEESVLAI
VFGEQEYSTEKGRVHRARAFRTERWIDVHREPNKGKRSGAYSGGASYDTNAFMLLNWQDTLDNYLFTLVHETGHSLHSTFTREQNT

NTDB id 1137605 DQL21 RS06575 WP 018030161.1 KAESVLAVFGQEYTERVRRAFRERWIDVRENKGKRSGAYSGGSYDTNAFMLLNWQDTLDYLFTLVHETGHSLHSTFTREN 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQT 400
consensus !!! !!!*!! !!* !* !! !!!!!!**!!!!!!!!!!!! !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!

logo QPYVYGDYAP I FLAE IASTTNENI LTESTLLKEVKSDDKTRFAI
VLNHYLDGFKGTVFRQTQFAEFEHQAIHYEQADAQESGEQI

VLTASDQF
NTDB id 1137605 DQL21 RS06575 WP 018030161.1 QPYVYGDYAIFLAEIASTTNENILTESLLKEVSDDKTRFAVLNHYLDGFKGTVFRQTQFAEFEQAIYQADQEGEVLTSQF 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADF 480
consensus !!!!!!!!*!!!!!!!!!!!!!!!!!*!!!!! !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!*!!* !! ! *!! !

logo

L
MNKQLYADELNEKYYGNLKSAKEDNPYDE IQFYEWAER IPHFYMYNFYYVYQYATGFAAASYLADEKIVHGSTEQEDKDEARYLDTYLKAGSSDYAPL

NTDB id 1137605 DQL21 RS06575 WP 018030161.1 LNQLYAELNEKYYGLSKEDNPDIQYEWARIPHFYYNFYVYQYATGFAAASYLADKIVHGSQEDKDRYLDYLKAGSSDYAL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPL 560
consensus *! !!!*!!!!!! ! !!!**!!*!! !!!!!! !*!!!!!!!!!!!!!!!!*!!!!!* !!!* !! !!!!!!!!!*!



logo

E
NVIAKKAGVDMTKNTDYLDAAFAKVFEDERLTVELEALVAEKGVHLRGSS

NTDB id 1137605 DQL21 RS06575 WP 018030161.1 NVIAKAGVDMTKTDYLDAAFAVFEERLTELEALVAKGVHRGS 602
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS. 601
consensus !! !!!!!!! !!!!!!!! !!!*!! !!!!!! !!!! *
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