
logo MF
LKI FKRLNATKEWGMVLLSTALFL IVCGLAVWMDLKTPEYMSDNITTLLQTKGTKTAVSDIMDPGSKMLLMFSFGSFFMTASVLVGFLAAS

NTDB id 1137602 DQL21 RS05350 WP 018029918.1 MLKIFKRLNTKEWGMVLLSTLLVGLAVWMDLKTPEYMSDITTLLQTKGTKVSDIMDPGSKMLLFSFGSFFTSVLVGFLAA 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus ! !!!!!!! !!!!!!!!!! **!!!!!!!!!!!!!! !!!!!!!!!! !!!!!!!!!!!*!!!!!!! !!!!!!!

logo RTAASFTTRLRSDI FHNQRVMDYSEAE I
VKKRFS IPSLLTRTTNDLTQLQI

L
L
MITVMGMQVVTKRGP IMAI

VWALMTKIWGKSDSEWTGMAS
NTDB id 1137602 DQL21 RS05350 WP 018029918.1 RTAASFTTRLRSDIFHQVMDYSEAEVKRFSIPSLLTRTTNDLTQLQLLITMGMQVVTKGPIMAIWAMTKIWGKSSEWTMS 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus !!!!!!!!!!!!!!!* !!!!!!!!*!*!!!!!!!!!!!!!!!!!!**! !!!!!!!*!!!!!*!!*!!!!!!! !!!

logo VGVAVFL IVFMI LMLSVLLMFVAFPKRQRKQVQGSLTDALNAS ITTRESLTGVRVVRAYNAEDYQDNTKFKARAENDKNLTKRLNLFLVYRLMSL
NTDB id 1137602 DQL21 RS05350 WP 018029918.1 VGVAVFIVMILLSVLLFVAFPKQRKVQGLTDALNAITRESLTGVRVVRAYNAEDYQDNKFKAANDNLTRLNLFVYRLMSL 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus !!!!! !! !*!!!!*!!!!!*!! !! !!!!!! !!!!!!!!!!!!!!!!!!!!! !!! ! !!!*!!! !!!!!!!

logo MNPVMTLVVSSGLTLAIYW IGAYL ILNDI
VKIPMQTSMVATAAAKGSAIAKDR I

VSVFSDMVVFSSYAMQVVI
VGFMMMVAI F I I LPRALV

NTDB id 1137602 DQL21 RS05350 WP 018029918.1 MNPVMTLVSSGLTLAIYWIGAYLINDVKIPQTSMAAAASAIKDRVSVFSDMVVFSSYAMQVVIGFMMMVAIFIILPRALV 320
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus !!!!!!*!!!!!!!!!!!!!!!!*!!*!!! !!* !! !! !!*!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!

logo SAKR INEVLADLENPSSVHI FKRAESYSAKATDEDNAGQRKTGE I
VEFHDVSFRYSKNSRAVI EHVSFKSAEKAGEQTVAF IGSTGSGKSTLVNL IPR

NTDB id 1137602 DQL21 RS05350 WP 018029918.1 SAKRINEVLDLEPSVIFRASSATEDGQTGEIEFHDVSFRYSKNSRAVIEHVSFKAEAGQTVAFIGSTGSGKSTLVNLIPR 400
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPR 400
consensus !!!!!!!!! ! *!!*!* ! * * !!*!!!!!!!!!!!!!!!!!!!!!! ! !! !!!!!!!!!!!!!!!!!!!!!

logo FYDAVTEGKWIKL IVDGI
V
K
NVKQDYSHDQDLNDNKVGYIPQKRAVLFSGTI

VRSNI
M
A
TFGQSDKAQASPLDTDAEAKIWEQALELAQAKDNF IVEAEKEEKG

NTDB id 1137602 DQL21 RS05350 WP 018029918.1 FYDVTEGKILVDGVNVKDYSHQDLNDKVGYIPQKAVLFSGTVRSNMTFGQSKASPLTDEAIWQALELAQAKDFIEAKEEG 480
NTDB id 369 SMU RS04255 WP 002263293.1 FYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKG 480
consensus !!! !!! ! *!!* ! !!!! !!! !!!!!!!*!!!!!!!*!!!* !!!! !! ! !! !!!!!!!! !*! !! !

logo LDSTEPVAQGSGSTNFSGGQKQRLAIARALARKPE I L I FDDSFSALDYKTDRI
LLRNQDTLAEKEKTKDEMTKL IVAQR I STIMDADHQI L

NTDB id 1137602 DQL21 RS05350 WP 018029918.1 LDSPVAQSGSNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRLLRQTLAEETKDMTKLIVAQRISTIMDADQIL 560
NTDB id 369 SMU RS04255 WP 002263293.1 LDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHIL 560
consensus !!**!!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!* !! !!*!!!!!!!!!!!!!!!!!*!!



logo VLDQGKVVGQGTHKELLAENSNADIYQE IAYSQLSKEELDENEGKN
NTDB id 1137602 DQL21 RS05350 WP 018029918.1 VLDQGKVVGQGTHKELLESNAIYQEIAYSQLSKEELDNEN 600
NTDB id 369 SMU RS04255 WP 002263293.1 VLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !!!!!!!!!!!!!!!!! ! !!!!!!!!!!!!!!!*!

X non conserved

X similar

X ≥ 50% conserved


