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K
NKKTKRSLLGSQMAPYLKGYKAALFGLALVI FTAI IVSSTVITVI

LGPDRLKEMTDTI
MTKGLAQGKTIDLDKIAGES IALTLALMLYFIAGGA

NTDB id 1137601 DQL21 RS05345 WP 018029917.1 MKTKKTRSLLGQMAPYLKGYKAAFGLALIFTAISSVITVLGPDRLKEMTDTITKGLQGTIDLDKIASIALTLAMLYIGGA 80
NTDB id 370 SMU RS04260 WP 002263294.1 .MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYFAGA 79
consensus * ! *!!! !!!!!!!!!!! !!!!*!!! *!! !!!*!!!!!!!!!!!*!!!! ! !!!!!!* !!!!!!*!! *!!

logo LVSYI
TASF IVSTL IQKQFSQRLRNAIADKINKRVPLKRYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSTMTVASAS I IVLL IGS IVFM

NTDB id 1137601 DQL21 RS05345 WP 018029917.1 LVSYIASFIVSTLIQQFSQRLRNAIADKINRVPLRYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVTMTSSIVLLIGSVFM 160
NTDB id 370 SMU RS04260 WP 002263294.1 LVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFM 159
consensus !!!! !!!!!!!!!! !!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !*!!!!!*!!

logo MIKTNGASLAATAI ILSVFAGFAVLSSTI
V IMAVKRSQPLFKKRQQANLADE I

VSGFYVEE I
VYSGHNVVSSYNAI

RQQSKDKQTFENSLNDQKQLFYA
NTDB id 1137601 DQL21 RS05345 WP 018029917.1 MIKTNGSLAATAIISVFAGFALSSIIMVRSQPLFKRQQANLAEISGFVEEIYSGHNVVSSYNARQQSKDTFESLNQKLYA 240
NTDB id 370 SMU RS04260 WP 002263294.1 MIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFA 239
consensus !!!!!! !!!!!!*!!!!!! !!**!! *!!!!!!*!!!!!!**!!*!!!*!!!!!!!!!!!! !!!! !! !! !*!

logo SMWKSQFFSGIMMPLMMQF IGNFGYVMVC IVGASTLMAI ENGDITI
MGTIVAFMTYVR I FTQP IASQIAQGITQLQSANAAMGRVF

NTDB id 1137601 DQL21 RS05345 WP 018029917.1 SMWKSQFFSGIMMPMMQFIGNFGYVMVCIVGASLAIEGDITIGTIVAFMTYVRIFTQPISQIAQGITQLQSANAAMGRVF 320
NTDB id 370 SMU RS04260 WP 002263294.1 SMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVF 319
consensus !!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!**!! !!!!*!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!

logo EFLDGEEE I
MEADEDNHQKSVKQQLDEKVEGLNVDNFDENVFSFGYDSPDNKTI IHDFSTAHQAKAPGQKI

VAIVGPTGAGKTTIVNLLMRFYE I
VDRTG

NTDB id 1137601 DQL21 RS05345 WP 018029917.1 EFLGEEEMEAEDQKSQQLDKVEGLVDFENVSFGYDPNKTIIHDFTAQAKPGQKVAIVGPTGAGKTTIVNLLMRFYEIDTG 400
NTDB id 370 SMU RS04260 WP 002263294.1 EFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRG 399
consensus !!! !!!*! ! *! !!*!!!! ! !*!! !!! ! !!!!!!!*!*!!*!!!*!!!!!!!!!!!!!!!!!!!!!!*! !

logo

K
MIAS IDGVNIHDMKTREKEVHDAFASMVLQDTWLFEGTVKENL I FYNQEKGHI STDDEQVEIARAAKAVGVHHF IKTLPKQGYDTVLDDSVST

NTDB id 1137601 DQL21 RS05345 WP 018029917.1 KIAIDGVNIHDMKREEVHDAFSMVLQDTWLFEGTVKENLIFNQEGISDDQVERAAKAVGVHHFIKTLPQGYDTVLDDSVS 480
NTDB id 370 SMU RS04260 WP 002263294.1 MISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVT 479
consensus ! !!!!!!!!! ! !!!!!! !!!!!!!!!!!!!!!!!!*!! *!*!*!! !!!!!!!!!!!!!!! !!!!!!!!!!*

logo LSVGQKQLLMTIARALLKDNAPLL I LDEATSSVDTRTEEL IQKRAMDHKLMEGRTSFVIAHRLSTIRNADL I LVMKRDGNI I EQG
NTDB id 1137601 DQL21 RS05345 WP 018029917.1 LSVGQKQLMTIARALLKNAPLLILDEATSSVDTRTEELIQKAMDKLMEGRTSFVIAHRLSTIRNADLILVMKDGNIIEQG 560
NTDB id 370 SMU RS04260 WP 002263294.1 LSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQG 559
consensus !!!!!!!!*!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!



logo

N
SHDEEQLMAEQNGFYADLYNSQFTEEAVA

NTDB id 1137601 DQL21 RS05345 WP 018029917.1 NHEELMAQNGFYADLYNSQFTEEAA 585
NTDB id 370 SMU RS04260 WP 002263294.1 SHDQLMAENGFYADLYNSQFTEEVA 584
consensus !* !!! !!!!!!!!!!!!!!! !
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