
logo MGRGKLTPQDLEAMKATI SAINLQRLLASESGMKQSHLVAATI
VLNIPTSSFLNEYVKGKSLPKAIGNIQKIADFYFGLKQKSDIDPRFAS

NTDB id 1137596 DQL21 RS03855 WP 018029621.1 MGRGKLTPQDLEAMKTISINLQRLLSESGMKQSHVAAVLNIPTSSFNEYVKGKSLPKAGNIQKIADFFGLKKSDIDPRFS 80
NTDB id 405 SMU RS06370 WP 002262721.1 MGRGKLTPQDLEAMKAISANLQRLLAESGMKQSHLATILNIPTSSLNEYVKGKSLPKIGNIQKIADYFGLQKSDIDPRFA 80
consensus !!!!!!!!!!!!!!! !! !!!!!! !!!!!!!!*! *!!!!!!! !!!!!!!!!!! !!!!!!!!*!!! !!!!!!!!

logo SEKKNDTSAS ITLDKKQINSAHI
LAKNQLEMPEKRQI

K
K
S
L
VLDFYCRYHQQSVAKEQDQAEQTATKSALNSAESDPETTESDKKSSVAKDKKFSANAHTYQYQEKI

VVDKSF IADKELMANDSQDTI
NTDB id 1137596 DQL21 RS03855 WP 018029621.1 SENTSAILKQISALANQLEPERQKSLLDYCRHQVAEQQAQTKANAEP...SKSSKKKFAAYQYQEIVDKFIADEMASQDI 157
NTDB id 405 SMU RS06370 WP 002262721.1 SKKDSSTLDKINHIAKQLEMKRQIKVLDFCYQQSKEQDETASLSASDETTEDKVADKSNHTQYQKVVDSFIAKELNDQTI 160
consensus ! ! ! ! **! !!!* !! *!!*! *! !! ! **** ! * !!! *!! !!! !* ! !

logo IHYLWDHNVI
R
K
NAKQDLYHQATFIGRHQYENI

V
Q
V
I
LYGEVSAGTGIWVGHQEKRQETIKQYP I

SP I
VPEHDI

LAL IKVNGNSMEPLFYDNGDLVI
VFVKKT

NTDB id 1137596 DQL21 RS03855 WP 018029621.1 IYLDHVRNAQDLYHAIGRHYENVVLYGEVSAGTGIWVGQERQETIQYPSPVPEHDLALKVNGNSMEPLFYDGDLVFVKKT 237
NTDB id 405 SMU RS06370 WP 002262721.1 IHWDNVIKAKDLYQTFGRQYENIQIYGEVSAGTGIWVGHEKQETIKYPIPIPEHDIALIVNGNSMEPLFYNGDVIFVKKT 240
consensus !* !*! ! !!!* !!*!!!* *!!!!!!!!!!!!!*!*!!!! !! !*!!!!*!! !!!!!!!!!!! !!**!!!!!

logo KATIHHGQI IVV IVNNEAYVKKLYRKNKE IRL I SLNPDYDDI I LKEKDDNTI E I
V IGTVIT

NTDB id 1137596 DQL21 RS03855 WP 018029621.1 KTIHHGQIIVVIVNNEAYVKKLYRKNKEIRLISLNPDYDDIILKKDDNIEIIGTVIT 294
NTDB id 405 SMU RS06370 WP 002262721.1 KAIHHGQIIVVIVNNEAYVKKLYRKNKEIRLISLNPDYDDIILKEDDTIEVIGTVIT 297
consensus ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!*!!!!!!
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