
logo MTEATAGFKRYS I LASGSSGNASFYLESTPQKKR I
LL IDAGLSGKKI STEQLMAE IDRHKPVDQDLVDAI LVTHEHKDHIHGVGVLARKYGQLD

NTDB id 1137595 DQL21 RS03405 WP 018029530.1 MTEAAFKYSILASGSSGNAFYLESPQKKLLIDAGLSGKKITELMAEIDRHPQDLDAILVTHEHKDHIHGVGVLARKYQLD 80
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLD 80
consensus !!! *!*!!!!!!!!!!! !!!!*!!!**!!!!!!!!!!!* !!!!!!!** !*!!!!!!!!!!!!!!!!!!!!!!! !!
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NTDB id 1137595 DQL21 RS03405 WP 018029530.1 IYANEKTWQAMDGMLGKIDSHQKHLFELGKTKIFGDLDIESFGVSHDAAAPQFYRFMKDGKSFVMLTDTGYVSDRMAGIV 160
NTDB id 383 SMU RS06875 WP 002262928.1 VYANAATWQAMDGMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMADLI 160
consensus *!!! !!!!!!!!*!!!! *!!!*!*!!!! !!!*!!!!!!!!!!!! !!!!! !!!!!!!!*!!!!!!!!!!!! **

logo ENADAGYL I ESNHDI E I LRSGAIYPWSLKQR I LSDKQGHLSNDEDGAETMI
VRTLGHNKTKKRIYLGHLSKENNI

VKELAHMTMEKNAL
NTDB id 1137595 DQL21 RS03405 WP 018029530.1 ENADAYLIESNHDIEILRSGAYPWSLKQRILSDQGHLSNEDGAETMIRTLGHKTKRIYLGHLSKENNIKELAHMTMENAL 240
NTDB id 383 SMU RS06875 WP 002262928.1 ENADGYLIESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKNAL 240
consensus !!!!*!!!!!!!!!!!!!!! !!!!!!!!!!!! !!!!!*!!!!!!*!!!!*!!!*!!!!!!!!!!!*!!!!!!!! !!!

logo

K
MQADLAVDHDFKI

VYDTASPDETALTPLATDKI
NTDB id 1137595 DQL21 RS03405 WP 018029530.1 KQADLAVDHDFKVYDTAPDEATPLTDI 267
NTDB id 383 SMU RS06875 WP 002262928.1 MQADLAVDHDFKIYDTSPDTALPLAKI 267
consensus !!!!!!!!!!!*!!! !! ! !! !
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