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NTDB id 1137592 DQL21 RS03370 WP 018029523.1 MARKKLGKKDHQLVYSVVVALLIL.GLGYLATSNHLEDSNPFKQAAQLLTGKEEEVAIASNGSSSYDETPSQALAESVLT 79
NTDB id 262 KZH43 RS08770 WP 001036779.1 .....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPS.APNSP...............KTNLSQKKQASEAPSQALAESVLT 59
NTDB id 221 SPD RS09380 WP 001036779.1 .....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPS.APNSP...............KTNLSQKKQASEAPSQALAESVLT 59
NTDB id 187 SPR RS08930 WP 001036779.1 .....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPS.APNSP...............KTNLSQKKQASEAPSQALAESVLT 59
NTDB id 152 SP RS09870 WP 001036779.1 .....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPS.APNSP...............KTNLSQKKQASEAPSQALAESVLT 59
consensus **!!**!******!*!!***!**!****** ****! ***********!*!!!!!!!!!!!
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VPVTLVANALLTSKATRQYRKNRNKETGQNGSNTTSYWRTP
NTDB id 1137592 DQL21 RS03370 WP 018029523.1 AKVRQKLGSQIEWTGAGSFIINGNKTALNADVSSLPYATNQTKTVRGRRIPVLANALLTKATRQYRNRNETGQGSNTYRP 159
NTDB id 262 KZH43 RS08770 WP 001036779.1 DAVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTP 139
NTDB id 221 SPD RS09380 WP 001036779.1 DAVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTP 139
NTDB id 187 SPR RS08930 WP 001036779.1 DAVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTP 139
NTDB id 152 SP RS09870 WP 001036779.1 DAVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTP 139
consensus **!********!!*!*!*!!*!!!!!*!*!*!!!*!!!*!*!!!!*****!**!!!!!*!!!!!!*!!*!!!*!!****!

logo PGWHQLVQKDNLSKGVSYDTHAVDRGHLLGYALVIGGLKDGFDASTSNPDKNIATVQTAWSANQADQSASEQYSRTGQNYYESMKVRRKALDKQHNQKKRVR
NTDB id 1137592 DQL21 RS03370 WP 018029523.1 PGWHQLQDLSGVYDHAVDRGHLLGYALVGGLKGFDASTSNPDNIATQTAWSNQADSSQSRGQNYYESMVRRALDKHQKVR 239
NTDB id 262 KZH43 RS08770 WP 001036779.1 PGWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVR 219
NTDB id 221 SPD RS09380 WP 001036779.1 PGWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVR 219
NTDB id 187 SPR RS08930 WP 001036779.1 PGWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVR 219
NTDB id 152 SP RS09870 WP 001036779.1 PGWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVR 219
consensus !!!!!***!*!*!*!!!!!!!!!!!!!*!!!*!!!!!!!!!*!!!*!!!!*!!!****!*!!!!!!!*!!*!!!****!!

logo YRVRTL IYYDAGSNDENDLLVAPSGASQI EAKSASDGSELEFNVFL IVPNVQSKGLTQFLDYKRTGQEVRTKVNTQ
NTDB id 1137592 DQL21 RS03370 WP 018029523.1 YRVRLIYDG.DNLLASGSQIEAKSADGSLEFNVFIPNVQSGLTFDYKTGQVRKN. 292
NTDB id 262 KZH43 RS08770 WP 001036779.1 YRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 YRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 YRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 YRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
consensus !!!*!*!*****!**!*!!!!!!!*!!*!!!!!**!!!!*!!**!!*!!*!****
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