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NTDB id 613 LCA RS05340 WP 231952379.1 MMWQDYWQRYRRFWWV.PCLVLLGIIAGGFY.WHQSQQKQKVTQNEQLLAT....SASKT.........KPATKKTHQAA 65
NTDB id 595 KW2 RS08725 WP 021037687.1 ..MEKILDKLKEYWKIMLLVV.CALIAGGIFYIFTNSPK....PAETLSVE..NLSSSST.......KSSVSKFNSSSSE 64
NTDB id 300 STER RS07485 WP 011681496.1 .MKEKILAYVKDNRLFVSVIAVLMVI.FCFFLWMTCGAGNSM.EAETSYTDVTALSTSSSKQSSQSLSEASSQSKTEGSE 77
NTDB id 1137589 DQL21 RS02950 WP 018029438.1 .MLEDFIEKVKENKVTALLSLIIAGLLVSFHLLSQT.PQ....PNKNQLPAIVS....SGKKHS...VSSVSQKETDKSP 67
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ..MESIIEKIKEYKIIVICTG.LGLLVGGFFLLKPA.PHTPV.KETNLQAEVVA....ISKDSS...TEKDVKKEEKEEP 68
NTDB id 493 SM12261 RS04300 WP 000387351.1 ..MEAIIEKIKEYKIIVICTG.LGLLVGGFFLLKPA.PQTPV.KETNLQAEVVA....VSKDSV...SEKEVKKEEKEEP 68
NTDB id 153 SP RS04730 WP 000387344.1 ..MEAIIEKIKEYKIIVICTG.LGLLVGGFFLLKPA.PQTPV.KETNLQAEVAA....VSKDSS...TEKEVKKEEKEEP 68
NTDB id 263 KZH43 RS04195 WP 000387330.1 ..MEAIIEKIKEYKIIVICTG.LGLLVGGFFLLKPA.PQTPV.KETNLQAEVAA....VSKDLV...SEKEVNKEEKEEP 68
NTDB id 222 SPD RS04535 WP 000387330.1 ..MEAIIEKIKEYKIIVICTG.LGLLVGGFFLLKPA.PQTPV.KETNLQAEVAA....VSKDLV...SEKEVNKEEKEEP 68
NTDB id 188 SPR RS04295 WP 000387330.1 ..MEAIIEKIKEYKIIVICTG.LGLLVGGFFLLKPA.PQTPV.KETNLQAEVAA....VSKDLV...SEKEVNKEEKEEP 68
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NTDB id 613 LCA RS05340 WP 231952379.1 TKKKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQQ 145
NTDB id 595 KW2 RS08725 WP 021037687.1 KNKNEIMVDLKGAVAKPNVYQISS.DERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSESTDS.... 139
NTDB id 300 STER RS07485 WP 011681496.1 KVKSKVTVDVKGAVVNPGVYTLKA.GARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQTG.... 152
NTDB id 1137589 DQL21 RS02950 WP 018029438.1 SSSGKITVDIKGAVKKEGVYTLSS.QSRLNDAVEVAGGFTAEADRKSVNLAQKLSDEAVIYVAFKGEDISVVGKPD.... 142
NTDB id 521 SMSK321 RS04960 WP 000443804.1 VEQDLITVDVKGAVKSPGIYDLSV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQHTG..... 142
NTDB id 493 SM12261 RS04300 WP 000387351.1 LEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQAG..... 142
NTDB id 153 SP RS04730 WP 000387344.1 LEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG..... 142
NTDB id 263 KZH43 RS04195 WP 000387330.1 LEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG..... 142
NTDB id 222 SPD RS04535 WP 000387330.1 LEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG..... 142
NTDB id 188 SPR RS04295 WP 000387330.1 LEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG..... 142
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NTDB id 613 LCA RS05340 WP 231952379.1 IATTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTF 225
NTDB id 595 KW2 RS08725 WP 021037687.1 ...........PTGSSVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTL 208
NTDB id 300 STER RS07485 WP 011681496.1 ...........TGQVSDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDKTL 221
NTDB id 1137589 DQL21 RS02950 WP 018029438.1 ...........NSQN.ANNSIDTEQSDKINLNTATLADLQTISGIGEKRAQDIIDYRDSNGGFSSLEDLKNISGIGDKTF 210
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ................SGAPSSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTI 206
NTDB id 493 SM12261 RS04300 WP 000387351.1 ................PGTASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTI 206
NTDB id 153 SP RS04730 WP 000387344.1 ................SGTASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTI 206
NTDB id 263 KZH43 RS04195 WP 000387330.1 ................LGTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTI 206
NTDB id 222 SPD RS04535 WP 000387330.1 ................LGTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTI 206
NTDB id 188 SPR RS04295 WP 000387330.1 ................LGTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTI 206
consensus **********!***!*!****!****!*!*!*!***!**!***!*!*****!****!*!*!!*



logo

D
E
Q
K
I
L
Q
R
K
E
S
D
E
M
Q
S
Y
L
I
V
C
S
Y
T
I
V
A
E
N
D

NTDB id 613 LCA RS05340 WP 231952379.1 EQLQSQICVN 235
NTDB id 595 KW2 RS08725 WP 021037687.1 EKLKDEISID 218
NTDB id 300 STER RS07485 WP 011681496.1 DKIRESLYVA 231
NTDB id 1137589 DQL21 RS02950 WP 018029438.1 EKLKDMVTIE 220
NTDB id 521 SMSK321 RS04960 WP 000443804.1 EKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 EKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 EKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 EKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 EKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 EKLKDYVTVD 216
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