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NTDB id 598 KW2 RS08500 WP 021037660.1 MRTAIDENNKIINLLEL..........DRKELTGKFYCPSCHSELLIKNGQIKVLHFAHKSLKSCNLWLENESEQHLGLK 70
NTDB id 1137490 DQL23 RS04795 WP 060554154.1 MFSARDKDGKVLHLLRDKDGKVLHLLKESSVSKGDYFCPGCGGPVRLKKGKIMQPHFAHIRLSDCHYSVENESKEHLNLK 80
NTDB id 155 SP RS04850 WP 000495909.1 MFVARDARGELVNVLED............KLEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANK 68
NTDB id 265 KZH43 RS04315 WP 000495911.1 MFVARDARGELVNVLED............KLEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANK 68
NTDB id 224 SPD RS04655 WP 000495911.1 MFVARDARGELVNVLED............KLEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANK 68
NTDB id 190 SPR RS04415 WP 000495911.1 MFVARDARGELVNVLED............KLEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANK 68
NTDB id 495 SM12261 RS04415 WP 000495920.1 MFVARDSRGELVNVLED............KLEKQAYTCPACGGQLRLRQGPSVRIHFAHKTLKDCDFSSENESPEHLENK 68
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NTDB id 598 KW2 RS08500 WP 021037660.1 KILYQWFKRTDKVEIERYLPELNQRPDLLVNDKIAIEIQCSHLSIKRLKERTENYKTHGFKVLWLMGKDLWLAEQVTELQ 150
NTDB id 1137490 DQL23 RS04795 WP 060554154.1 AALFRWANQTTRVDVEVFLRDLQQVADVLVDERLALEVQCSSLSQDRLWERSHRYRQAGYQVLWLLGKKLWLRQTLTPLQ 160
NTDB id 155 SP RS04850 WP 000495909.1 ESLYHWLKKETKVQLEYPLSELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGQKLWLKERLTRLQ 148
NTDB id 265 KZH43 RS04315 WP 000495911.1 ESLYHWLKKETKVQLEYPLSELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGQKLWLKERLTRLQ 148
NTDB id 224 SPD RS04655 WP 000495911.1 ESLYHWLKKETKVQLEYPLSELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGQKLWLKERLTRLQ 148
NTDB id 190 SPR RS04415 WP 000495911.1 ESLYHWLKKETKVQLEYPLSELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGQKLWLKERLTRLQ 148
NTDB id 495 SM12261 RS04415 WP 000495920.1 EVLYHWLKKEAEVQLEYLLPELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGKKLWLKERLTRLQ 148
consensus **!**!******!**!**!**!*!**!**!****!*!*!!!*!****!*!!***!***!**!!!!*!**!!!****!*!!

logo

K
Q
N
Q
G
L
F
V
LYFSEQNRMGFFHYI

Y
VWELDEFSKQEGRKKQKTVLRLKSYL IHYEQDLHRGGRKI

L
I
Q
H
C
Y
K
L
Q
E
Q
I
E
KE I

FPSFYEGHKQGKRSL ILADEHI LRFLPFYLSKARKQEKLMIVSKSHI
F
L
P
T
T
V
F
K
S
K
Q
S
EDPSKKDLI SCHSRFYI

NTDB id 598 KW2 RS08500 WP 021037660.1 KNLVYFSENRGFFYWELDFQRKKLRLKSLIHEDLRGRIICLQEEIPFGKGRLIAHLRLPYLAQKLVKIPTFKDSKLSSFI 230
NTDB id 1137490 DQL23 RS04795 WP 060554154.1 KQFLYFSQNMGFHIWELDEERKTLRLKYLIHEDLHGGLQYKEKEFPFEKGKLLDILRLPFSKQEMSSFLVKSDPDICHYI 240
NTDB id 155 SP RS04850 WP 000495909.1 QGFLYFSQNMGFYVWELDKEKQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKRQKISHFTVSEDKDICRYI 228
NTDB id 265 KZH43 RS04315 WP 000495911.1 QGFLYFSQNMGFYVWELDKGKQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKKQKISHFTVSEDKDICRYI 228
NTDB id 224 SPD RS04655 WP 000495911.1 QGFLYFSQNMGFYVWELDKGKQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKKQKISHFTVSEDKDICRYI 228
NTDB id 190 SPR RS04415 WP 000495911.1 QGFLYFSQNMGFYVWELDKGKQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKKQKISHFTVSEDKDICRYI 228
NTDB id 495 SM12261 RS04415 WP 000495920.1 QGFLYFSQNMGFYVWELDSEKQVLRLKYLIHQDLRGKLHYQIKEFPYGHGSLLEILRFPYKKQKISHFTVSQDKDICRYI 228
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NTDB id 598 KW2 RS08500 WP 021037660.1 RQQLYYQSPKWMKIQEKYYQKGENLLTKKFEGPYIAPLGLNLLENFTDEMTITTFTQIDQNVKLYYENFLINFQRN...S 307
NTDB id 1137490 DQL23 RS04795 WP 060554154.1 RQQLYYRNPKWMKIQASYYQKEKNLLTMSKEEFYPQVR.........PIRSDQPLCQISQDLSAYYENFQRYYQHSPDKK 311
NTDB id 155 SP RS04850 WP 000495909.1 RQQLYYQNLFWMKEQAEAYQKGENILTYGLKEWYPQIR.........PIVG..KFFQIEQDLTSYYQHFYTYYQKNPQND 297
NTDB id 265 KZH43 RS04315 WP 000495911.1 RQQLYYQNLFWMKEQAEAYQKGENILTYGLKEWYPQIR.........PIVG..KFFQIEQDLTSYYQHFYTYYQKNPQND 297
NTDB id 224 SPD RS04655 WP 000495911.1 RQQLYYQNLFWMKEQAEAYQKGENILTYGLKEWYPQIR.........PIVG..KFFQIEQDLTSYYQHFYTYYQKNPQND 297
NTDB id 190 SPR RS04415 WP 000495911.1 RQQLYYQNLFWMKEQAEAYQKGENILTYGLKEWYPQIR.........PIVG..KFFQIEQDLTSYYQHFYTYYQKNPQND 297
NTDB id 495 SM12261 RS04415 WP 000495920.1 RQQLYYQNPIWMKEQAEAYKKGENLLTYGLKEWYPQIR.........PLVG..NFCQIEQDLIRYYLYFQTYYQENPQND 297
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NTDB id 598 KW2 RS08500 WP 021037660.1 LEMLYPPRSYAIMGKQKKEK 327
NTDB id 1137490 DQL23 RS04795 WP 060554154.1 YQIVYPPAFYANLDWSC... 328
NTDB id 155 SP RS04850 WP 000495909.1 WQKLYPPAFYQQYFLKNMVE 317
NTDB id 265 KZH43 RS04315 WP 000495911.1 WQKLYPPAFYQQYFLKNMVE 317
NTDB id 224 SPD RS04655 WP 000495911.1 WQKLYPPAFYQQYFLKNMVE 317
NTDB id 190 SPR RS04415 WP 000495911.1 WQKLYPPAFYQQYFLKNMVE 317
NTDB id 495 SM12261 RS04415 WP 000495920.1 WQMLYPPAFYQQYFLKNMVE 317
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