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NTDB id 613 LCA RS05340 WP 231952379.1 MMWQDYWQRYRRFWWVPCLVLLGIIAGGFYWHQSQQKQKVTQ......NEQLLATSAS.......KTKPATKKTHQAATK 67
NTDB id 300 STER RS07485 WP 011681496.1 .MKEKILAYVKDNRLFVSVIAVLMVIFCFFLWMTCGAGNSMEAETSYTDVTALSTSSSKQSSQSLSEASSQSKTEGSEKV 79
NTDB id 1137488 DQL23 RS04660 WP 060554135.1 .MIEDLIEKAKQYKIALGLGLLGVIAAGFILLQGRDQGGT........DVQQLTEQTSSSSSYMNEKSNKSNEISQAETE 71
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ..MESIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPHTPV........KETNLQAEVVAISKDSSTEKDVKKEEKEEPVE 70
NTDB id 493 SM12261 RS04300 WP 000387351.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPV........KETNLQAEVVAVSKDSVSEKEVKKEEKEEPLE 70
NTDB id 153 SP RS04730 WP 000387344.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPV........KETNLQAEVAAVSKDSSTEKEVKKEEKEEPLE 70
NTDB id 263 KZH43 RS04195 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPV........KETNLQAEVAAVSKDLVSEKEVNKEEKEEPLE 70
NTDB id 222 SPD RS04535 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPV........KETNLQAEVAAVSKDLVSEKEVNKEEKEEPLE 70
NTDB id 188 SPR RS04295 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPV........KETNLQAEVAAVSKDLVSEKEVNKEEKEEPLE 70
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NTDB id 613 LCA RS05340 WP 231952379.1 KKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQQIA 147
NTDB id 300 STER RS07485 WP 011681496.1 KSKVTVDVKGAVVNPGVYTLKA.GARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQTGTGQ... 155
NTDB id 1137488 DQL23 RS04660 WP 060554135.1 DQLVTVDVKGAVKKPGVYQLQS.NSRVHDALEKAGGLTDEADLKSVNQAQKLSDEAVVYVAKVGENAVDV..TTSAP... 145
NTDB id 521 SMSK321 RS04960 WP 000443804.1 QDLITVDVKGAVKSPGIYDLSV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQ..HTGSG... 144
NTDB id 493 SM12261 RS04300 WP 000387351.1 QDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQ..QAGPG... 144
NTDB id 153 SP RS04730 WP 000387344.1 QDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ..QTGSG... 144
NTDB id 263 KZH43 RS04195 WP 000387330.1 QDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ..QTGLG... 144
NTDB id 222 SPD RS04535 WP 000387330.1 QDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ..QTGLG... 144
NTDB id 188 SPR RS04295 WP 000387330.1 QDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ..QTGLG... 144
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LGAPQGKKRAEQQDVI IADYHRDEESAHQNGGRKFQKQS IVEDDELQKNKVGSGIGDPAGKTFLIDEQK
NTDB id 613 LCA RS05340 WP 231952379.1 TTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTFEQ 227
NTDB id 300 STER RS07485 WP 011681496.1 ............VSDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDKTLDK 223
NTDB id 1137488 DQL23 RS04660 WP 060554135.1 ............ASATSGTGQAKSALVNLNTATEADFQTISGIGQKRAQDIIAYREANGRFKSVDDLKNVSGIGAKTLEK 213
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ............AP....SSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEK 208
NTDB id 493 SM12261 RS04300 WP 000387351.1 ............TA....SSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEK 208
NTDB id 153 SP RS04730 WP 000387344.1 ............TA....SSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEK 208
NTDB id 263 KZH43 RS04195 WP 000387330.1 ............TA....SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEK 208
NTDB id 222 SPD RS04535 WP 000387330.1 ............TA....SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEK 208
NTDB id 188 SPR RS04295 WP 000387330.1 ............TA....SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEK 208
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NTDB id 613 LCA RS05340 WP 231952379.1 LQSQICVN 235
NTDB id 300 STER RS07485 WP 011681496.1 IRESLYVA 231
NTDB id 1137488 DQL23 RS04660 WP 060554135.1 LKEYVTVD 221
NTDB id 521 SMSK321 RS04960 WP 000443804.1 LKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 LKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 LKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 LKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 LKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 LKDYVTVD 216
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