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NTDB id 1137475 DQL23 RS03950 WP 060553897.1 MENKKTPLFTQMKPYIKGFQLPFVIAVTGAIISSIITVFGPYKLREITNLITDGLVGEMDLGAISNIGLFLVFLYVVGSL 80
NTDB id 370 SMU RS04260 WP 002263294.1 MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYFAGAL 80
consensus !!!!! *! *!! !!*!!* *! *!! !*!! !!! !! *!*!*! *! !! ! *!! ! !*! ! !! ! !
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NTDB id 1137475 DQL23 RS03950 WP 060553897.1 INYAQGYAISDMIQHFSKRLRTAIAEKINRLPLSYFDSHSQGDTLSRVTNDVDTVGQSLTQSLGTLISSVLLLIAVLFMM 160
NTDB id 370 SMU RS04260 WP 002263294.1 VSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFMM 160
consensus * ! * *! *!!*!! !!! !!!*!!!**!! !!!!!!!!!!!!!!!!!!! * !! !!! *** **!!!* *!!!
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NTDB id 1137475 DQL23 RS03950 WP 060553897.1 FYTNVVLSFVTIGSVLLGFVFSAVLMAKSQRYFQEQQSNLAAINGYVEEMYSGHNVITSYNGAEKTRLAFNALNQNLYTS 240
NTDB id 370 SMU RS04260 WP 002263294.1 IKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFAS 240
consensus !! ! ! !! !!! ! !*!!!!!* ! !! !!! * !!!!!*!!!!!!**!!!* ** ! !! *!* !
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L
A
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NTDB id 1137475 DQL23 RS03950 WP 060553897.1 MWKSQFISGIMFPLMNFVGNFGYVMVVIVGAIMAINGSISMGTIVAFMVYVRIFSQPLSQIAQGITTLQSASAAMGRVFE 320
NTDB id 370 SMU RS04260 WP 002263294.1 MWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFE 320
consensus !!!!!! !!!! !!!*!*!!!!!!!!*!!!! !!!!! !*!!!!!!!! !!!!!*!!* !!!!!!! !!!! !!!!!!!!
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NTDB id 1137475 DQL23 RS03950 WP 060553897.1 FLAEGDMEDDSHKLQQLTSVKGHVQFKDVFFGYNPDKTIIHDFSAEAKAGQKIAIVGPTGAGKTTIVNLLMKFYDIERGQ 400
NTDB id 370 SMU RS04260 WP 002263294.1 FLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGM 400
consensus !! ! **!!* !!* !! ! !*!*! !!!!! !!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!***!!
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NTDB id 1137475 DQL23 RS03950 WP 060553897.1 IMIDGVDIKDMQRSEVHGAFSMVLQDTWLFEGTIKENLIYNQKDITDQAVVEAAKAVGVHHFIMTLPDGYDTVLDDTVSL 480
NTDB id 370 SMU RS04260 WP 002263294.1 ISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTL 480
consensus ! !!!! !*!! ! !!! !! !!!!!!!!!!!!*!!!!!!!!!*!!! !* !!!!!!!!!!! !!! !!!!!!!!*!*!

logo SVGQKQLLTIARALLKDAPLL I LDEATSSVDTRTEEL IQKRAMDHKLMEGRTSFVIAHRLSTIRNADL I LVMRDGNI I EQGS
NTDB id 1137475 DQL23 RS03950 WP 060553897.1 SVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQKAMDKLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGS 560
NTDB id 370 SMU RS04260 WP 002263294.1 SVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGS 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo HDQLMAEEQGNGFYADLYNSQFTVEEEVAQE
NTDB id 1137475 DQL23 RS03950 WP 060553897.1 HDQLMEQGGFYADLYNSQFVEEEQE 585
NTDB id 370 SMU RS04260 WP 002263294.1 HDQLMAENGFYADLYNSQFTEEVA. 584
consensus !!!!! !!!!!!!!!!! !! *
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