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NTDB id 1137474 DQL23 RS03945 WP 060553936.1 MFKLFKRLTSKEIGLILMTVVFICLTVYLELEVPTYMSEITTLLQTPGTTTGDLWVPGLKMLGLSFASLFSLVIAGFVSS 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus !!!*!!!! !! !**!** !!!! !***! ! !!! !!!!!!!*!!! !* !! !!! !!*! ! !* !!* !
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NTDB id 1137474 DQL23 RS03945 WP 060553936.1 RMASSYTTRLREDIFNRVLDYSNSEIKKFSIPSLLTRTTNDITQIQVFIAMGLQVVIRGSIMAIWAMTKVVGKSDAWLIA 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus ! ! !*!!!!! !!!!!!*!!! !!!!!!!!!!!!!!!!!*!!*!* ! !!*!!! !!*!!!*!!*!!* !!!! ! !
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NTDB id 1137474 DQL23 RS03945 WP 060553936.1 VLVAVAAIILMTIVLVTLAFPKQSIVQTLTDKLNSVTRESLTGIRVVRAYNAEDYQDAKFGAANDEVTSLNIFINRFMSL 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus ! !!! * *! !!* *!!!*! !!*!!! !!! !!!!!!!*!!!!!!!!!!!!! !! ! *! !!* * ! !!!
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NTDB id 1137474 DQL23 RS03945 WP 060553936.1 FNPIMSGISSGLTLAIYWIGAYLIHS............AASADKLGLFSDMVVFMSYGMQVVIGFLLMGALFIVLPRTLV 308
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus !!*!* *!!!!!!!!!!!!!!!** *************! !!** *!!!!!!! !!*!!!!*!!**! !*!!*!!! !!

logo SAGKR INEKVLALDNSS IVHKEFKDEQYASKATDEGNAQRSKGEQVETFEHDVSFRYASKNSERAVI EHVSFSTAKAGETVAF IGSTGSGKSTLVNL IPR
NTDB id 1137474 DQL23 RS03945 WP 060553936.1 SAGRINKVLALDSSIKEKDQAKTEGQSKGQVTFEDVSFRYAKNSEAVIEHVSFTAKAGETVAFIGSTGSGKSTLVNLIPR 388
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPR 400
consensus !! !!! !!!! !!** !* ! * !! ! !*!!!!!! !!! !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!
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NTDB id 1137474 DQL23 RS03945 WP 060553936.1 FYDVSEGRILVDGIDVRDYELKALRNKVGYIPQKAVLFSGTIASNLDFGESMETPLDEEKMWEALELAQAKSFVEEKEAE 468
NTDB id 369 SMU RS04255 WP 002263293.1 FYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKG 480
consensus !!! *!! ! *!!! ! !! * ! !!!!!!!!*!!!!!!!! !!* !! ! !!!* !*!!!!!!!!!! !!!!!!

logo LDESTEVASQGGTNFYSGGQKRQRLAIARALARKPE I L I FDDSFSALDYKTDRI LRKNDELAEKKQTKQEHMTKL IVAQR I STIMDADHQI L
NTDB id 1137474 DQL23 RS03945 WP 060553936.1 LESEVSQGGTNYSGGQRQRLAIARALARKPEILIFDDSFSALDYKTDRILRKELAEQTQHMTKLIVAQRISTIMDADQIL 548
NTDB id 369 SMU RS04255 WP 002263293.1 LDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHIL 560
consensus !**!! !!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!! ! *!!!!!!!!!!!!!!!!!*!!



logo VLDNQGKVVGQGTHKELLATNTNDE I
VYQE IAYSQLSKEELENGK

NTDB id 1137474 DQL23 RS03945 WP 060553936.1 VLDNGKVVGQGTHKELLTTNEVYQEIAYSQLSKEELENGK 588
NTDB id 369 SMU RS04255 WP 002263293.1 VLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !!!*!!!!!!!!!!!!! !**!!!!!!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


