
logo MMKGALI LITF IL ILVI FGC I
V IVVVFHEYFGHFYFFAKKRSGI LVREFAIGMGPKI FSAHI

TGKDGTAVYTIR I LPLGGYVRMAGWSGDEDTTE IKT
NTDB id 1137472 DQL23 RS03430 WP 197711255.1 MMGLLTFIIVFGIIVVVHEYGHFYFAKKSGILVREFAIGMGPKIFSHIGKDGTAYTIRILPLGGYVRMAGWSDDTTEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !****!!***!**!!!*!!*!!!*!!!*!!!!!!!!!!!!!!!!!*!*!!!!!*!!!!!!!!!!!!!!!!!**!!!!!!!

logo GTSPVASLTLNGEKEDGKVI
RRVINLSGDKRKQI

VDQTALPMNVTSAFYDFLEDKLETITGLVLEGESTRKTYSEVDHDATIVEAEDGTEVLR IAPLKDVQY
NTDB id 1137472 DQL23 RS03430 WP 197711255.1 GTPVSLTLNEEGKVIRVNLSGKKIDQTALPMNVTSFDFEDKLEITGLVLEESRTYSVDHDATIVEADGTEVRIAPLDVQY 160
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
consensus !*!*!!!!***!!!*!*!!!****!!!!!!!!!!**!*!!!!*!!!!!!*!**!!*!!!!!!!!!*!!!!*!!!!*!!!!

logo QNATS IWGRL ITNFAGPMNNF I LG I
V
V
L
A
VFWI I L IAAFLVQGGVQNDLTDSTNHLVIQVAPNNGGALAAQQVASGVLKNTNGDQAI LVKAVIGNQKTDEKI

V
S
T
N
DWDDSLTKQE

NTDB id 1137472 DQL23 RS03430 WP 197711255.1 QNATIWGRLITNFAGPMNNFILGIVAFWILIALQGGVQNLDTNHVQVAPNGALAQAGVKNNDQILKVGQTEISNWDDLTQ 240
NTDB id 323 STU RS10650 WP 011225396.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
NTDB id 291 STER RS01205 WP 011680685.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
consensus !!!*!!!!!!!!!!!!!!!!!!!***!*!!***!!!!!***!!**!!!**!!****!*!**!*!**********!!*!**

logo AVLERKEENTKQDKQFSKNGPDKSLNSLVTVKSRSGNNGEQTEKEDTVITSVSKPKQEKESGQDGRSYLFLGVTSPGVMLKSTDGLMKSDMKMIVFGGLFTQMAWDEAGAFTRAI LNAATLKNGL I FTHN
NTDB id 1137472 DQL23 RS03430 WP 197711255.1 AVEKETKDQ.KNPKLNLTVKS.GNETKDVTVSPKKEGDRYLLGVTPGMKSDLMSMMVGGLTMAWDAAFRILNALKNLIFH 318
NTDB id 323 STU RS10650 WP 011225396.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
NTDB id 291 STER RS01205 WP 011680685.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
consensus !****!****!***!**!!!**********!*!******!*!!!*!**!**!*****!!**!!!**!**!!**!!*!!**

logo

P
FSLNQKLGGPVAI

MFRQVMSSAQAASQEASGLDIQSVI ILSDLLMAGLMLS INI
LG I FNL IP IPALDGGKIVLMNI I EA IRRKPLKNRQETI ETSYVITLAGV

NTDB id 1137472 DQL23 RS03430 WP 197711255.1 PSLNQLGGPVAIFRVSSQAAQAGLDQVISLLALLSINIGIFNLIPIPALDGGKIVLNIIEAIRRKPLKRETETYVTLAGV 398
NTDB id 323 STU RS10650 WP 011225396.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
NTDB id 291 STER RS01205 WP 011680685.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
consensus *!!!*!!!!!!*!**!*!!***!!*****!***!!!!*!!!!!!!!!!!!!!!!!*!!!!!!!!!!!**!*!*!*!!!!!

logo AI
VMVVLMIAVTWNDI IMRTAFF

NTDB id 1137472 DQL23 RS03430 WP 197711255.1 AIMVVLMIAVTWNDIIRTFF 418
NTDB id 323 STU RS10650 WP 011225396.1 AVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 AVMVVLMIAVTWNDIMRAFF 420
consensus !*!!!!!!!!!!!!!*!*!!
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