
logo MRAKEVLFAKKERRSKLRDRFNRTANTQRCVAKYLSRYVLFNDHFVI LFVLMLVFFLLGFTVALVQYSQLLKRNHFPKNHPLWPAIWI LDGLVLLVLSCLGLLVPFMWGRNIATYLEKP
NTDB id 1137453 DQL23 RS02515 WP 060552970.1 MREVFAKRRLDFRNQCVKYLRYVLNDHFVLFLMVFLGFTAVQYSQLLRNFPKNHLPIWLDLVLLSLGLVFMGRIATYLEK 80
NTDB id 474 HSISS4 RS07765 WP 418080400.1 MAKLFKERSKRFNARCAKYSRYVFNDHFILVLLFLLGFVLVQYSQLLKHFPKNPWAIILGLLVLCLLLPFWGNIATYLEP 80
NTDB id 482 STER RS07725 WP 011681529.1 MAELFKERSRRFTTRCAKYSRYVFNDHFILVLLFLLGFVLVQYSQLLRHFPKNPWAIILGLLVLCLLLPFWGNIATYLEP 80
consensus !***!**!***! *!*!!*!!!*!!!!*!*!***!!!**!!!!!!!**!!!!***!*!*!**!*!*!*!*!*!!!!!!*
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NTDB id 1137453 DQL23 RS02515 WP 060552970.1 PDSLFLLAKEEEVRVYVGKQTRNSFILWGILQTLVLLLLAPLFLALGVPIWGFALYCLFLFALKALVFQWKSRKFYLQEG 160
NTDB id 474 HSISS4 RS07765 WP 418080400.1 ADKHYLLVKEEEVLDHVKKATGRAFRFWVIVQTLIFILVIPLFLALGLPVWGVILVAVAMAILKCFIFQKKAQPFYKQSG 160
NTDB id 482 STER RS07725 WP 011681529.1 ADKHYLLVKEEEVLDHIKKATGRAFRFWVLIQTLIFILVVPLFLALGLPVWGVVLIAVAMAILKYFIFQKKAQPFYKQSG 160
consensus *!***!!*!!!!!*****!*!***!**!***!!!***!**!!!!!!!*!*!!**!*******!! **!!*!***!!*!*!

logo LDNWKTDKSLAIAAGYEENRKRKQQRS I LQKFFASLFTNVKGI STSSVKRRGAYLDFGLITLNKRLTSKKNDQKKEHKYVTWDYNLFYLRSAYFLRNSGDFYVFALSLRLLF IALST
NTDB id 1137453 DQL23 RS02515 WP 060552970.1 LDWKSLIAYEERRKQRILQFFALFTNVKGISSSVKRRAYLDFLTNRLSKNQEKVWDNLFLRSYLRNGDFFALSLRLLILS 240
NTDB id 474 HSISS4 RS07765 WP 418080400.1 LNWTKAIAGENKRQQSILKFFSLFTNVKGITSSVKRRAYLDGILKRTKKDKEHTWYNLYLRAFLRSGDYFALSLRLFALT 240
NTDB id 482 STER RS07725 WP 011681529.1 LNWTDAIAAENKRQQSILKFFSLFTNVKGITSSVKRRGYLDGILKRTKKDKKYTWYNLYLRAFLRSGDYVALSLRLFALT 240
consensus !*!* *!!*!**!*!*!!*!!*!!!!!!!!*!!!!!!*!!!****!**!*** *!*!!*!!**!!*!!**!!!!!!**!*
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NTDB id 1137453 DQL23 RS02515 WP 060552970.1 LLIIIFLPQSMIATVFVGIFQYLLLFQLLALYDAYDYQYLIKLFPLEESAKVKGAKRVITSIGAVVLIVELLTALLFFKE 320
NTDB id 474 HSISS4 RS07765 WP 418080400.1 LLVIFLVPEKWLAMVLVVVFDYLLLFQLTALKSHFAYQRMANLMPVGKDMQVSNLKRLITQIVLVLT...LVQAICLFDL 317
NTDB id 482 STER RS07725 WP 011681529.1 LLVIFLVPEKWLAMVLVVVFDYLLLFQLTALKSHFAYQRMANLMPIGKDMQVSNLKRLINQIVLVMT...LIQALCLFDL 317
consensus !!*!***!****!*!*!**!*!!!!!!!*!!*****!!****!*!******!***!!*!**!**!** !**!***!**
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NTDB id 1137453 DQL23 RS02515 WP 060552970.1 KIMVLFILLVYLILYAVYLPYKLKGLVDERA 351
NTDB id 474 HSISS4 RS07765 WP 418080400.1 KFS.LILVGIMLVLSLVYLPAKLKKMID... 344
NTDB id 482 STER RS07725 WP 011681529.1 KFS.LILIGVMLVLSLVYLPAKLKKMID... 344
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