
logo MLNKI
L
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E
N
K
L
VTGGYHANIPVLNKDVSTFSEVDANDGELVGL IGLNGAGKSTTINE I IGFLLKTPYQGGSQI SA IDGLTLIAQEQNDAPVAASYRQKIGFYIP

NTDB id 1137299 DQM35 RS02450 WP 038431527.1 MLNIKNLTGGYHNIPVLNDVSFSVDNGELVGLIGLNGAGKSTTINEIIGFLKPYQGSISIDGLTLAENAVAYRQKIGFIP 80
NTDB id 473 HSISS4 RS07770 WP 021143710.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP 80
NTDB id 481 STER RS07730 WP 002951673.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP 80
consensus !!*****!!!!*!!!!!*!!*!*!**!!!!!!!!!!!!!!!!!!!!!!!*!*!!*!*!*!!!!!*******!!!!!!*!!

logo ETPSLYEELTLSREHI
L
N
ETVALMAYDGI

LDLVETVEAGQMAKVRAQDPKFYLKMLFRLTDDEKLEDWFPVTNQFSKGMKQKVMI ICAFVI IVDNPSLF I LVDEPF
NTDB id 1137299 DQM35 RS02450 WP 038431527.1 ETPSLYEELTLSEHINTVAMAYDIDLEVAQKRAQPFLKMFRLTDKLEWFPVNFSKGMKQKVMIICAFVIDPSLFILDEPF 160
NTDB id 473 HSISS4 RS07770 WP 021143710.1 ETPSLYEELTLREHLETVLMAYGLDVTEGMVRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF 160
NTDB id 481 STER RS07730 WP 002951673.1 ETPSLYEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF 160
consensus !!!!!!!!!!!*!!**!!*!!!**!***** !!***!!*!!!**!!*!!!**!!!!!!!!!!!!!!!***!!!!!*!!!!

logo LGLDPLAI SDL IQETLLEAVEEKANKGKAS I LMSTHVLDSAERKMCDRFVI LHHGQI
V
R
LAQGTI

L
A
D
E

D
ELQREQATFGDDRSSASLNDIYLMAQLTKEG

NTDB id 1137299 DQM35 RS02450 WP 038431527.1 LGLDPLAISDLIQTLEVEKAKGKSILMSTHVLDSAERMCDRFVILHHGQVRAQGTLADLQEAFGDRSASLNDIYLALTKE 240
NTDB id 473 HSISS4 RS07770 WP 021143710.1 LGLDPLAISDLIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGDDSASLNDIYMQLTKG 240
NTDB id 481 STER RS07730 WP 002951673.1 LGLDPLAISDLIELLAEEKANGKSILMSTHVLDSAEKMCDRFVILHHGQILAQGTIDELRQTFGDSSASLNDIYMQLTKG 240
consensus !!!!!!!!!!!!**!**!!!*!!*!!!!!!!!!!!!*!!!!!!!!!!!!**!!!!***!***!!! !!!!!!!!**!!!*

logo

D
ELS

NTDB id 1137299 DQM35 RS02450 WP 038431527.1 D.. 241
NTDB id 473 HSISS4 RS07770 WP 021143710.1 ELS 243
NTDB id 481 STER RS07730 WP 002951673.1 ELS 243
consensus ***
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X ≥ 50% conserved


