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MIZSIDKSKF|JF VISRDERA SEWYIDIYPIAY SYWKSVIJROFFEJKKSTVIgMLEYIL T MSFIYPMF |y DENDVS|| NDF S|$R|
MASIDKSKFQFVKRDDFASETIDAPIAYSYWKSVMRQFFKKKSTRHVMLGILIAIILMSFIYPMFSKFDFNDVSKVNDFS R

MASIDKSKFQFVKRDDFASETIDAPSYSYWKSVMRQFFKKKSTVVMLGILITIILMSFIYPMFSKFDFNDVSKVNDFSLR

(TSR A A AT ALY S0 SL

Y |YPNA YWEGTD|SNG[NSLED[gVW GARNSILI VIAT|H N pIG GA WG SKEIFDIY MMEIYNIISNIPS L IV
YVHPNAQYWFGTDENGKSLFDSVWFGARNSILIAVIATF NV IGL VGAVWGISKTFDMIMMEIYNIISNIP LLVVIV|
YVHPNAQYWFGTDGNGKSLFDSVWFGARNSILIAVIATF NVIIGL VGAVWGISKTFDMIMMEIYNIISNIPSLLVVIYV|
YVHPNAQYWFGTDGNGKSLFDSVWFGARNSILIAVIATF NVIIGL VGAVWGISKTFDMIMMEIYNIISNIPSLLVVIV
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Q
LTYSLGAGFWNMIFAMTVTGWIGIAYTIRIQIMRYRDLEYNLASRMLGTPTAKIV KNIMPQLVSVIVTMASQLLPGFIS
LTYSLGAGFWNMIFAMTVTIGWIGIAYTIRIQIMRYRDLEYNLASRIWLGTPTAKIV KNIMPQLVSVIVTMASQLLPGFIS
LTYSLGAGFWNMIFAMTVTGWIGIAYTIRIQIMRYRDLEYNLASRNLGTPTAKIV KNIMPQLVSVIVTMASQLLPGFIS

M LT LTSI

BEAFLS FG GLPYWTTPSLGRLI Y BN TNAYLFWIPLEYTLILVSL)JL IVGQNLADASDPR HR) 308
YEAFLSYFGLGLPVTTPSLGRLISDYAQNVTVNAYLFWIPLTTLILVSLALFIVGQNLADASDPRTHR 308
YEAFLSYFGLGLPVTTPSLGRLISDYAQNVTVNAYLFWIPLTTLILVSLALFIVGQNLADASDPRTHR 308
YEAFLSYFGLGLPVTTPSLGRLISDYAQNVTVNAYLFWIPLTTLILVSLALFIVGQNLADASDPRTHR 308
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