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NTDB id 529 SMSK321 RS09235 WP 080550783.1

NTDB id 501 SM12261 RS00950 WP 004238896.1

FOSAIVTOLSLARUE Mt Lo Ee L oA MHRL EATYPuLLLoFLas LCLRIVLLALpss kT
J Al Shae QAV | 5= 8 Pg)l Ul B AAVA ) Ll MLERS FV 8L

NTDB id 587 KW2 RS10850 WP 042211510.1 QL ELKVKKKLIEVATYP LLYFL [IMRGL NYLLPQLDJSENNIJATIN I

NTDB id 1137003 DQL30 RS00770 WP 227868709.1 K EVTYPLILLFLI MLGLREYL PQL

NTDB id 395 FSA28 RS09400 WP 257638827.1 GFSph VTQL L EVHGNJNAIMSLIRKTESYL NL)SRVKKKL EVM@TYP ILLMFL IMLGL NYLLPQL KG.

NTDB id 386 SMU RS09030 WP 255262721.1 GFSph VTQL L EVHGNJNOIMSLIRKTESYL NL)SRVKKKL EVMTYP ILLMFL IMLGL NYLLPQL p¥em

NTDB id 430 SGO RS09415 WP 012130941.1 GFSA VTQLSLAE HGNLHL LIBKIEEYLDNLAKVKKKLIEVATYP LLGFL LIM GLRNYLLPQLS

NTDB id 271 KZH43 RS09260 WP 074196785.1 GESSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSSH

NTDB id 230 SPD RS09890 WP 074196785.1 GSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSSH

NTDB id 196 SPR RS09425 WP 074196785.1 GESSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSSH

NTDB id 161 SP RS10375 WP 074196785.1 GMSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSSH

NTDB id 529 SMSK321 RS09235 WP 080550783.1 GFSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLIMLGLRNYLLPQLDSS

NTDB id 501 SM12261 RS00950 WP 004238896.1 GFSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSSH
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NTDB id 587 KW2 RS10850 WP 042211510.1

NTDB id 1137003 DQL30 RS00770 WP 227868709.1

NTDB id 395 FSA28 RS09400 WP 257638827.1

NTDB id 386 SMU RS09030 WP 255262721.1

NTDB id 430 SGO RS09415 WP 012130941.1 l GNFVRMYLTAYYAREWGNMI[EQGIREL QIFQ

NTDB id 271 KZH43 RS09260 WP 074196785.1 LIMLLALTFYKRH] NVESILARLPF GIFVQTYLTAYYAREWGNMISQGMELTQIFQ

NTDB id 230 SPD RS09890 WP 074196785.1 LILLALTFYKRE] BMVFSILARLPF GIFVQTYLTAYYAREWGNMISQGMELTQIFQ

NTDB id 196 SPR RS09425 WP 074196785.1 LIMLLALTFYKRE] NMVFSILARLPF GIFVQTYLTAYYAREWGNMISQGMELTQIFQ

NTDB id 161 SP RS10375 WP 074196785.1 LIMLLALTFYKRHS] BVFSILARLPF GIFVQTYLTAYYAREWGNMISQGMELTQIFQ

NTDB id 529 SMSK321 RS09235 WP 080550783.1 GNLPQIFLGMVGLVS LEWWLLALTFYKRE IIVFSILAR PF GIFVQTYLTAYYAREWGNMISQGMELTQIFQ

NTDB id 501 SM12261 RS00950 WP 004238896.1 GNLPQIFLGMVGVS [@AULLALTFYKR[Y IMVFSILAR PF GIFVQTYLTAYYAREWGNMISQGMELTQIFQ
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X non conserved
B similar
i >50% conserved
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