logo

NTDB id 1136947 DQM36 RS00695 WP 023610092.1
NTDB id 392 SMU RS09000 WP 002263442.1

NTDB id 401 FSA28 RS09370 WP 002291646.1
consensus

logo

NTDB id 1136947 DQM36 RS00695 WP 023610092.1
NTDB id 392 SMU RS09000 WP 002263442.1

NTDB id 401 FSA28 RS09370 WP 002291646.1
consensus

logo

NTDB id 1136947 DQM36 RS00695 WP 023610092.1
NTDB id 392 SMU RS09000 WP 002263442.1

NTDB id 401 FSA28 RS09370 WP 002291646.1
consensus

logo

NTDB id 1136947 DQM36 RS00695 WP 023610092.1
NTDB id 392 SMU RS09000 WP 002263442.1

NTDB id 401 FSA28 RS09370 WP 002291646.1
consensus

OFERVEAMVLL I CRYEToLeT AR A L CAE Ao e Residb AN

MINFEKIEMAY LLL NCQ® ENpUL TH YDA EQN JIJYLGAEGARIEN B\ NEIKL EL{EL KEEWR QF FIKARQ
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS

ST ST L

NN SKS DY GIE DDLLIDLSASIA
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSS
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASTIADVLDSS

R AESDLL DUV e EQS&KYMKK@ H VRWSEQ

J\HF QEDAVRPQ LKESDI ISDLPVG YPNDINTAIMRYISVA BIRWHTYAHHLLMEQSLKYLKK GIJAIFLAPV LLTS)gQ
VHFVQEDAVRPQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ
VHFVQEDAVRPQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ

| Rgecst s LD buaet AR e

LKLl

S| BAIMHSIIR

SINLLKNWLIY gy A I LP IF{eySNEKSIMVL[NKQ sy E FVYP RIDLIGWAER| BFMEANFKKWKIRSIN Vi 317
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317

X non conserved
B similar
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