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NTDB id 1136407 DQLO5 RS01365 WP 002992227.1 80
NTDB id 476 HSISS4 RS06995 WP 013990225.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYER GYIDYYDTKELQEKAS 80
NTDB id 293 STER RS06925 WP 011681416.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYER GYIDYYDTKELQEKAS 80
NTDB id 325 STU RS16125 WP 002946410.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYER GYIDYYDTKELQEKAS 80
consensus
oLV T SRV ROML B CR ATRRY LR e ees: \VVKDKIN I
KUWS AlS v | 1QLKR WN WKIQ
NTDB id 1136407 DQLO5 RS01365 WP 002992227.1 Q 160
NTDB id 476 HSISS4 RS06995 WP 013990225.1 SLDKSVTTKPTKENKAIYQKYVDSLG GWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI 160
NTDB id 293 STER RS06925 WP 011681416.1 SLDKSVTTKPTKENKA YQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRY I|EEEAY
NTDB id 325 STU RS16125 WP 002946410.1 SLDKSVTTKPTKENKAIYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI 160
consensus
R IS TRRRNL Yok RN LTV Ve W T Qs Tk S
L eKUKS L YL L SO S RIRLOH S D4
NTDB id 1136407 DQLO5 RS01365 WP 002992227.1 GWS VGSGTKHKYLLYWNJAFP HQNFVGMENLGTSYPTY NESSVLINVI QGQGRITINKNNVEEP GUANKIAS ST
NTDB id 476 HSISS4 RS06995 WP 013990225.1 Q ) 239
NTDB id 293 STER RS06925 WP 011681416.1 RIENDPAIGWSVVGSGTKHKYLLYFNEQFPFVHQNFVKMNLGTSYPTYAMQGVLDVITQGQGQTKSSVVNFPTGKNK IS S|PEL
NTDB id 325 STU RS16125 WP 002946410.1 RIENDPAIGWSVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTKSSVVNFPTGK.KISS 239
consensus NN
DY SRR s ATk rsSalACLL DV TALALLESY ApebTeflRusT
SN KsL Kb I'N | HRVFVI \V; IVCL WV FVIA
NTDB id 1136407 DQLO5 RS01365 WP 002992227.1 320
NTDB id 476 HSISS4 RS06995 WP 013990225.1 318
NTDB id 293 STER RS06925 WP 011681416.1 318
NTDB id 325 STU RS16125 WP 002946410.1 318
consensus
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NTDB id 1136407 DQLO5 RS01365 WP 002992227.1 400
NTDB id 476 HSISS4 RS06995 WP 013990225.1 LTFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGKEE
NTDB id 293 STER RS06925 WP 011681416.1 VLTFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKCHEEERE
NTDB id 325 STU RS16125 WP 002946410.1 VLTFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKG 398
consensus
ISR VLI PAS e AT LTETORRYPE CK L 0vmasi WEVE e

Skl YROIL v I TA v IRsANNS 1V ULT TIWhkL
NTDB id 1136407 DQLO5 RS01365 WP 002992227.1 480
NTDB id 476 HSISS4 RS06995 WP 013990225.1 478
NTDB id 293 STER RS06925 WP 011681416.1 478
NTDB id 325 STU RS16125 WP 002946410.1 478
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NTDB id 1136407 DQLO5 RS01365 WP 002992227.1 500
NTDB id 476 HSISS4 RS06995 WP 013990225.1 DILMT IDPRIKLTSKGGK 497
NTDB id 293 STER RS06925 WP 011681416.1 DILMTIIDPRIKLTSKGGK] 497
NTDB id 325 STU RS16125 WP 002946410.1 DILMTIIDPRIKLTSKGGKE 497
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