logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615 LCA RS02545 WP 011374200.1

593 KW2 RS05130 WP 021037147.1
1136218 DQM44 RS07960 WP 065354805.1
277 KZH43 RS10090 WP 000867601.1

236 SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

167 SP RS11275 WP 000867616.1

507 SM12261 RS09240 WP 000867722.1
535 SMSK321 RS10515 WP 000867726.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615 LCA RS02545 WP 011374200.1

593 KW2 RS05130 WP 021037147.1
1136218 DQM44 RS07960 WP 065354805.1
277 KZH43 RS10090 WP 000867601.1

236 SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

167 SP RS11275 WP 000867616.1

507 SM12261 RS09240 WP 000867722.1
535 SMSK321 RS10515 WP 000867726.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615 LCA RS02545 WP 011374200.1

593 KW2 RS05130 WP 021037147.1
1136218 DQM44 RS07960 WP 065354805.1
277 KZH43 RS10090 WP 000867601.1

236 SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

167 SP RS11275 WP 000867616.1

507 SM12261 RS09240 WP 000867722.1
535 SMSK321 RS10515 WP 000867726.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615 LCA RS02545 WP 011374200.1

593 KW2 RS05130 WP 021037147.1
1136218 DQM44 RS07960 WP 065354805.1
277 KZH43 RS10090 WP 000867601.1

236 SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

167 SP RS11275 WP 000867616.1

507 SM12261 RS09240 WP 000867722.1
535 SMSK321 RS10515 WP 000867726.1

consensus

Sy IRE .. LA Rel N (8 s o L) R L

T ACERQEA ARA TQNNN YSLPQIK.R.FL.V.H LY/CQRC [ PP.TCDRHA CLLR
BN K

EERQLAEKLPAMRKEKGKLFCQRCNSHTILEEWYLPIGAYYCRECLLMKRY|
EERQLAEKLPAMRKEKGKLFCQRCNSHTILEEWYLPIGAYYCRECLLMKRY|
EERQLAEKLPAMRKEKGKLFCQRCNSETILEEWYLPIGAYYCRECLLMKRY|
EERQLAEKLPAMRKEKGKLFCQRCNSH
EERQLAEKLPAMRKEKGKLFCQRCNSH

EERQLAEKLPAMRKEKGKLFCQRC SB
kkkk kx| * % k k& * % * % * % %k % E Y * AR EREY ek b sk |

i e eth, sl el oo AT ANTE Mosmnn A 1

|
VEGDWIlJT VEECHL FENN I P KA THEERMEHEHTA
R WIGEHLTEYQEK s  LEl Y FEILV[AVTGAGKTEMIYQ
(LA CHMLTP QEF SHEL ESYVEIWEKPTLVHAVTGAGKTEMIYER APV NAGGEVCLA
MV LKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCLA
MV LKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCLA
MV LKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCLA
BVLKWRGQLTPFQEKVSEGLLQEVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCLA

SR E L ulbs e, L SEVRRTEL TR LKLY

Q

NEQ §YFR PLVVIYT HQLL FR AFDLLI DEVDAFP FIDNEMLY|gA 13N
| SEfiYAR P VATTHQLLEFYEAFDLLI DEVDAFP V N

NESEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS
NESEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS
ESEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS
NESEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS
NESEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS

N F{GRESEPYFRTPLVV TTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS
NN Ny ey ! RN N N e e e I I N S Ry ey g

e AT T ELRL AR L il (Qw,;of@mngatsﬁ eyl

GELKRLWLPRRFHGNPLIIPKPIWLSDFNRYL K RLSPKLKSYIEKQRKT
GELKRLWLPRRFHGNPLIIPKPIWLSDFNRYL RLSPKLKSYIEKQRKT

GELKRLWLPRRFHGNPLIIPKPIWLSDFNRYL RLSPKLKSYIEKQRKT
GELKRLWLPRRFHGNPLIIPKPIWLSDFNRYL RLSPKLKSYIEKQRKT
GELKRLYLPRRFHGNPLIIPKP WLSDFN [L KERLSPKLKSYIEKQRKT
GELKRLELPRRFHGNPLIIPKP WLSDFNRYL K|®LSPKLKSYIEKQRKT

* 1 sk L] * % % % k ! R ! 15k 3k ok ok ok ok ok ok ok % % ok ok ok K K K ok ok ok K K Kok ok | ok ok ok ok ok |

154
158
147
147
147
147
147
147
147

234
236
225
225
225
225
225
225
225

313
303
305
305
305
305
305
305
305



ol Foude e VS TRugchoM R IW RVTE e

|/\|V Eg |: [N 'Q)ﬁ,‘AENQ?Ln VE L\/NE,AQ
NTDB id 615 LCA RS02545 WP 011374200.1
NTDB id 593 KW2 RS05130 WP 021037147.1
NTDB id 1136218 DQM44 RS07960 WP 065354805.1 Q Q
NTDB id 277 KZH43 RS10090 WP 000867601.1 IFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKS
NTDB id 236 SPD RS10765 WP 000867601.1 IFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKS
NTDB id 202 SPR RS10250 WP 000867601.1 IFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKS
NTDB id 167 SP RS11275 WP 000867616.1 IFASETIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKS
NTDB id 507 SM12261 RS09240 WP 000867722.1 IFASEIKKGEQLISEI QEQFPNEKIGFVSS TE RLEQVQAFRDEELTILISTTILERGVTFPCVDVFVVEANHRLFTKS
NTDB id 535 SMSK321 RS10515 WP 000867726.1 IFASETKKGEQLIMEILQJY FPBIEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKS
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NTDB id 615 LCA RS02545 WP 011374200.1 445
NTDB id 593 KW2 RS05130 WP 021037147.1 430
NTDB id 1136218 DQM44 RS07960 WP 065354805.1 441
NTDB id 277 KZH43 RS10090 WP 000867601.1 432
NTDB id 236 SPD RS10765 WP 000867601.1 432
NTDB id 202 SPR RS10250 WP 000867601.1 432
NTDB id 167 SP RS11275 WP 000867616.1 432
NTDB id 507 SM12261 RS09240 WP 000867722.1 432
NTDB id 535 SMSK321 RS10515 WP 000867726.1 432
consensus RN

X non conserved
B similar
>50% conserved

393
383
385
385
385
385
385
385
385



