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NTDB id 241 SP RS04015 WP 000882523.1  SQITREEPEEKIVIYFRDQIAKYKEMQK. ... .. TDQDTPS EQKINNIRAUGDIMK EK|2Q S QIS
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NTDB id 377 SMU RS09275 WP 002262344.1 = DHINLITNPDMQLMNKRLLKKEK.........K..... GIRAUKKINT QA
NTDB id 297 STER RS00545 WP 011680614.1 = DERLISGIGANVKQYKANQ.........K..... GEIRAYEKMTQT,
NTDB id 329 STU RS10020 WP 011225298.1 = DEILISGIGAMNVKQYKANQ.........K..... AKFPKPABMIDADQEMQT GIRAUEKMTQT
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NTDB id 601 KW2 RS02615 WP 021036805.1 A K F GPTGVGKTELAK[NL AjS2 S| BIMIRFDMSEYMEKHRA#N
NTDB id 281 KZH43 RS03550 WP 000882517.1 S F GPTGVGKTEL NI\ BIMIRFDMSEYMEKHRA#N
NTDB id 245 SPD RS03860 WP 000882517.1 S F GPTGVGKTEL ¥\ BIMIRFDMSEYMEKHEASA
NTDB id 243 SPR RS03635 WP 000882517.1 S F GPTGVGKTEL ¥\ BIMIRFDMSEYMEKHRA#N
NTDB id 241 SP RS04015 WP 000882523.1 S F GPTGVGKTEL MMIRFDMSEYMEKHSAAA
NTDB id 1136209 DQM44 RS07105 WP 003060519.1 A F GPTGVGKTEL WMIRFDMSEYMEKHERAN
NTDB id 378 SMU RS02690 WP 002263569.1 F GPTGVGKTEL BMIRFDMSEYMEKHEQAN
NTDB id 85 BSU 00860 NP 387967.1 F GPTGVGKTELA PRLAIN BIMIRMDMSEYMEKHRENS
NTDB id 610 V4T04 RS10165 WP 012897346.1 F GPTGVGKTELAKELAPE NMIRPWYDMSE MEKHREMS
NTDB id 287 SP RS11210 WP 001109712.1 F GPTGVGKTELAKELAIAY SALIRATNIRNGUINNE A A SERN
NTDB id 290 KZH43 RS10025 WP 001109677.1 F GPTGVGKTELAKELA)RY SISRIRFDMSEYMEKIWNS - LI
NTDB id 289 SPD RS10700 WP 001109677.1 F GPTGVGKTELAKELAiAY SINRTIRFDMSEYMEKISYY LI
NTDB id 377 SMU RS09275 WP 002262344.1 ISRVIGQD AVEHNIE F GPTGVGKTELAKEL AjY SALIRAINIRAUNNYE A A SRIRN
NTDB id 297 STER RS00545 WP 011680614.1 ISRVIGQD AVEININ F GPTGVGKTELAKELAjRY RIS RFDMSEYMEKISWNY LI
NTDB id 329 STU RS10020 WP 011225298.1 INRVIGQD AVE¥NIS] AIRRN[ASIG F GPTGVGKTELAKELAIY SALEGATNIRGUINNE A A SERN
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NTDB id 601 KW2 RS02615 WP 021036805.1 E GQLTE VREMIPYS LLDE EKAHPDV)ssl D IIMTSNG 601
NTDB id 281 KZH43 RS03550 WP 000882517.1 E GQLTEKVREWPYS LLDEVEKAHPDVl:l IALQVLDDGRIL TD[eIR|GRINVE] DAIRBBUNNSINAGTGK . . 607
NTDB id 245 SPD RS03860 WP 000882517.1 E GQLTEKVREWPYS LLDEVEKAHPDV) s 13L.QVLDDGJILTD[eIAGRINVE] DANRRBUNNSNAGTGK . . 607
NTDB id 243 SPR RS03635 WP 000882517.1 E GQLTEKVREWPYS LLDEVEKAHPDV)§ts I3LQVLDDGIHLTD[¢INGRINVE] DANRBBUNNSINAGTGK . . 607
NTDB id 241 SP RS04015 WP 000882523.1 E GQLTEKVREWPYS LLDEVEKAHPDV) s 13L.QVLDDGIL TD[eINGRINVE] DANNBBUMNSINATGK . . 607
NTDB id 1136209 DQM44 RS07105 WP 003060519.1 E GQLTE@VRPYS LLDEVEKAHPDV)§ts 13L.QVLDDGIJLTD[IA|GRINVE] IJTI I IMTSNINGING) S 614
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NTDB id 85 BSU 00860 NP 387967.1 E GQLTEKVREASPYS LLDE EKAHPDVI 667
NTDB id 610 V4T04 RS10165 WP 012897346.1 E LLDEVEKAHPD VI 676
NTDB id 287 SP RS11210 WP 001109712.1 E LIAIDEVEKAHPD IRL.QVLDDGYL TDEYSGRIYV|Y 671
NTDB id 290 KZH43 RS10025 WP 001109677.1 E LIRDEVEKAHPD IRL.QVLDDGYL TDSISGRIQV|Y 671
NTDB id 289 SPD RS10700 WP 001109677.1 E LIYADEVEKAHPD IRLQVLDDGYLTDRISGRILVIY 671
NTDB id 377 SMU RS09275 WP 002262344 .1 E LIYDEVEKAHPD IRL.QVLDDGEL TDEIAGRIQV|Y 674
NTDB id 297 STER RS00545 WP 011680614.1 E LIYADE EKAHPD IRLQVLDDGRLTDSIAGRISVIY 677
NTDB id 329 STU RS10020 WP 011225298.1 E LIYADE EKAHPD IRL.QVLDDGYL TDEBIGRIYVIY 677
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NTDB id 601 KW2 RS02615 WP 021036805.1 ABAVAGAYNAREG. . . .. NRIJD[CRNT INFRFN M 676
NTDB id 281 KZH43 RS03550 WP 000882517.1 ABAACIACYNAREG. . . .. M 682
NTDB id 245 SPD RS03860 WP 000882517.1 ABAACIAYNAREG. . . .. M 682
NTDB id 243 SPR RS03635 WP 000882517.1 ABVAGIACYNAREG. . . .. M 682
NTDB id 241 SP RS04015 WP 000882523.1 ABAACIACYNAREG. . . . . M 682
NTDB id 1136209 DQM44 RS07105 WP 003060519.1 ABAAGIAYNAREG. . . .. M 689
NTDB id 378 SMU RS02690 WP 002263569.1 ANVASIHAYNSREG . . . .. M 683
NTDB id 85 BSU 00860 NP 387967.1 NKYWSQaNVQDETQNHKDMKDK M 747
NTDB id 610 V4T04 RS10165 WP 012897346.1 KEAAGINeYNKNITADYSAMKSR) M 756
NTDB id 287 SP RS11210 WP 001109712.1 KEIAUSAYNKDIRFDQENMEKR, M 751
NTDB id 290 KZH43 RS10025 WP 001109677.1 KIUGANKDIRFDQENMEKR) M 751
NTDB id 289 SPD RS10700 WP 001109677.1 KIUGAYINKDIRFDQENMEKR M 751
NTDB id 377 SMU RS09275 WP 002262344 .1 KIAUGAYNKSFSQDYKAMESR M 754
NTDB id 297 STER RS00545 WP 011680614.1 KIAUGANQTISHNHQAMQARMMEIRRK K S M 757
NTDB id 329 STU RS10020 WP 011225298.1 KEIAUGAEYNQTISHNHQAMQARMBMEINRKK S M 757
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