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NTDB id 113583 D934 RS07785 WP 020852400.1 .MARGINKVILVGNLGNEPDIKYTQSGMTITNISLATSSKRKDR.EGNTQERTEWHRVKFFGKLGEIAAEYLHKGSQCYI 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
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NTDB id 113583 D934 RS07785 WP 020852400.1 EGAIRYDKF...TGQERYVTEIIA....DQMHMLGGRGEGSKGSPRKTVLPRQR....................SDK... 128
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQ.GGMPAQGGMNVPAQQGSWGQPQQPAKQHQPMQQSAPQQ. 158
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQS..QEAYQRPAQQSRQPAPDAPSHPQEA 150
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQS..QEAYQRPAQQSRQPASDAPSHPQEA 150
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NTDB id 113583 D934 RS07785 WP 020852400.1 ......NAYKTWKEEEVVDDEIPFF 147
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .....YSQPQYNEPPMDFDDDIPF. 177
NTDB id 1131 NGFG RS05740 WP 003695064.1 PAAPRRQPVPAAAPVEDIDDDIPF. 174
NTDB id 1103 NMB RS07590 WP 002212976.1 PAAPRRQPVPAAAPVEDIDDDIPF. 174
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