
logo MKLQWINTFKLHSKKRQLSKAQQIDLLSNLCNLLKYGFTLYQSFQFLNLQMTYKNKQLGTTI LSE I SNGAPCNQI LSL IG
NTDB id 1135601 DQL80 RS07770 WP 000776414.1 MKLQWINTFKLHSKKRQLSKAQQIDLLSNLCNLLKYGFTLYQSFQFLNLQMTYKNKQLGTTILSEISNGAPCNQILSLIG 80
NTDB id 31 MW RS08000 WP 000776422.1 MKLQWINTFKLHSKKRQLSKAQQIDLLSNLCNLLKYGFTLYQSFQFLNLQMTYKNKQLGTTILSEISNGAPCNQILSLIG 80
NTDB id 15 SA RS07770 WP 000776422.1 MKLQWINTFKLHSKKRQLSKAQQIDLLSNLCNLLKYGFTLYQSFQFLNLQMTYKNKQLGTTILSEISNGAPCNQILSLIG 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo YSDTIVMQVYLAERFGNI IDVLEETVNYMKVNRKSEQRLLKTLQYPL I LVS I F IAMI I I LNFLTVIPQFQQLYTSMNIQLS
NTDB id 1135601 DQL80 RS07770 WP 000776414.1 YSDTIVMQVYLAERFGNIIDVLEETVNYMKVNRKSEQRLLKTLQYPLILVSIFIAMIIILNFTVIPQFQQLYTSMNIQLS 160
NTDB id 31 MW RS08000 WP 000776422.1 YSDTIVMQVYLAERFGNIIDVLEETVNYMKVNRKSEQRLLKTLQYPLILVSIFIAMIIILNLTVIPQFQQLYTSMNIQLS 160
NTDB id 15 SA RS07770 WP 000776422.1 YSDTIVMQVYLAERFGNIIDVLEETVNYMKVNRKSEQRLLKTLQYPLILVSIFIAMIIILNLTVIPQFQQLYTSMNIQLS 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!

logo SFQKTLSFF ITSLPTI IVVML I IVSMLAI IMKL IYNKNLNMLNKINFVMKLPL I SGYFQLFKTYFVTNELVLFYKNGITLQ
NTDB id 1135601 DQL80 RS07770 WP 000776414.1 SFQKTLSFFITSLPTIIVVMLIIVSMLAIIMKLIYNKLNMLNKINFVMKLPLISGYFQLFKTYFVTNELVLFYKNGITLQ 240
NTDB id 31 MW RS08000 WP 000776422.1 SFQKTLSFFITSLPTIIVVMLIIVSMLAIIMKLIYNNLNMLNKINFVMKLPLISGYFQLFKTYFVTNELVLFYKNGITLQ 240
NTDB id 15 SA RS07770 WP 000776422.1 SFQKTLSFFITSLPTIIVVMLIIVSMLAIIMKLIYNNLNMLNKINFVMKLPLISGYFQLFKTYFVTNELVLFYKNGITLQ 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo S IVDVYINHSSDPFRQFLGKYLLTYSEMGYGLPQI LEKLKCFKPQL IKFVLQGEKRGKLEVELKLYSQI LVRKQI EDKAIK
NTDB id 1135601 DQL80 RS07770 WP 000776414.1 SIVDVYINHSSDPFRQFLGKYLLTYSEMGYGLPQILEKLKCFKPQLIKFVLQGEKRGKLEVELKLYSQILVRQIEDKAIK 320
NTDB id 31 MW RS08000 WP 000776422.1 SIVDVYINHSSDPFRQFLGKYLLTYSEMGYGLPQILEKLKCFKPQLIKFVLQGEKRGKLEVELKLYSQILVKQIEDKAIK 320
NTDB id 15 SA RS07770 WP 000776422.1 SIVDVYINHSSDPFRQFLGKYLLTYSEMGYGLPQILEKLKCFKPQLIKFVLQGEKRGKLEVELKLYSQILVKQIEDKAIK 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!

logo QTQFLQP I LFL I LGLF IVAIYLVIMLPMFQMMQS IK
NTDB id 1135601 DQL80 RS07770 WP 000776414.1 QTQFLQPILFLILGLFIVAIYLVIMLPMFQMMQSIK 356
NTDB id 31 MW RS08000 WP 000776422.1 QTQFLQPILFLILGLFIVAIYLVIMLPMFQMMQSIK 356
NTDB id 15 SA RS07770 WP 000776422.1 QTQFLQPILFLILGLFIVAIYLVIMLPMFQMMQSIK 356
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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