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VLG ATALATE AR A e TR LG

MLVALNEEKERVLATTALRKIRQYFCPVCGKQVILKRGLKVISHFAHKHLIEQKCFNNE IKHYKSKLILAQMIQQQGCKYV|
MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGCKY|
MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGFKV

L U DLLONRAELE LR S LY RS L

EIEPFLKEIKQIPDILINNKYVIELQYSPIJMYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFQS FINPITRKL
EIEPFLKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHF[S FINPITRKL
EIEPFLKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFQS FINPIITRKL

T L M O

HTFNLEKKQIMMFQQIQYLGGHKYVAEKRNAKISELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQ
HTFNLEKKQIMMFQQIQYLGGHKYVAEKRNAKIWELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQ
HTFNLEKKQIMMFQQIQYLGGHKYVAEKRNAKISELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQ

NGV DL LA LA DRRURE VLT ERL L

LTDQEVVHNYGYIFPEQIYIENHPIEWQLQVDLWLKNGKSKL BDNLNYFKLKKFIVALESKTAIIEKLINNYLNIES B
LTDQEVVEINYGYIFPEQIYIENHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIVALESKTAIIEKLINNYLNICSDR]
LTDQEVVHNYGYIFPEQIYIJSNHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIV LESKTAIIEKLINNYLNICSDR

AL

GNDVQILFEYE
GNDVQILF|EPE
GNDVQILFEEPE

X non conserved
B similar
> 50% conserved

160
160
160

240
240
240

320
320
320



