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LR LATALT AR A TR G

MLVALNEEKERVLATTALRKTQFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNE IKHYKSKLILAQMIQQQGCKYV|
MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGHKV]
MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGCKV

U DN EE LR S LY RS LM

EIEPFLKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFQSMFINPITRKL
EIEPFLKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFQSMFINPTRKL
EIEPFLKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFHSLFINPITRKL

AL R At e DALY ROLE T4 g

HTFNLEKKQIMMFQQIQY GGHKYVAEK[BIAKISELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLIs!
HTFNLEKKQIMMFQQIQYLGGHKYVAEKRNAKISELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQ
HTFNLEKKQIMMFQQIQYLGGHKYVAEKRNAKIMELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQ

T BV GE B

LTDQEVVHNYGYIFPEQIYIENHPIEWQLQVDLWLKNGKSKLVEDNLNYFKLKKFIVALESKTAIIEKLINNYLNIESDR
LTDQEVVHNYGYIFPEQIYIINHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIV LESKTAIIEKLINNYLNICSDR
LTDQEVVYNYGYIFPEQIYIENHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIVALESKTAIIEKLINNYLNICSDR
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GNDVQILFEYE
GNDVQILF|EPE
GNDVQILFEPE

X non conserved
B similar
> 50% conserved
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