logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1135269 MORIYA RS15625 WP 112716614.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169
1402
1112

A1552VC RS11075 WP 000648511.1
DSB67 RS12670 WP 010643257.1
NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1135269 MORIYA RS15625 WP 112716614.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169
1402
1112

A1552VC RS11075 WP 000648511.1
DSB67 RS12670 WP 010643257.1
NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1135269 MORIYA RS15625 WP 112716614.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169
1402
1112

A1552VC RS11075 WP 000648511.1
DSB67 RS12670 WP 010643257.1
NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1135269 MORIYA RS15625 WP 112716614.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

P e éBéusDAK

MVAVTKTTHNRRKPSAVKKRYPfiH
S .......MAAKKTQVEPVA
........... MAVKKAQMEPTI3A

I TOFTRRRAT s Ve Vg Bt e elielEa sk ALRKy
IRTRQLATM P
FTRQ ATM P

FTRQL TM
FTRQL TM
F RQLATM

B RrRQ TM
FTRQ ATM
FTRQLATM

FTRQLATM
EETIIEEIEL

(S * | %% * % % *

YIVRY oL AB\. AETQV SEEZQAY

PlaFIN FIQGFGAELPFTQNV
PIRFINY FIN§FGA LPAFTQEIV
ANNIGAELPIQRT QEyV
ANUIGAELPAIRT QEyV

FIQYFGA LPAITIREAV
FAFGAELPEFTIRgV
FANFGAELPAF TRV
FISJFGA LPAFTQIRV

FANFGA LPAFTQWIV
Pl b bk b Dk o Pskoskskk ko

Vbl shiofuck

ARYKEK
ANYKEK
ATYKEKHEI KISKIKKALJNY PpgitVv
ATYKEKEEBRLKMKIKKA [RYPLEWIV
ATYKEK ERLKEKIKKA NYPpgav

AMYKEK EMLKWNKIKKA JayPINyv
N N e Y R N

s )R DR L6 Dl

kkkkx Ix1 |

e A e

RTWATIREAAGVPLVDELBSTAGAEGN

ATIMEAAGVPLVDYY GN

RTL WTFAAG PLV ALJSSEAGA GN
V

* 11 k%

Y|Vi|A

CEARTR

RTL TTFAAG PLVD LUNSEAAGA GN
RTL TTFAAGVPLVDALMSNAGA GN

MKAMIAR FRTLATTFAAGVPL DALJI\STAGA RN
MKANMTIAR BRTLATTFAAGVPL DALJASTAGA NN

*okokok ok | okok |k |k [ Plskokokok Dok I Dok Dokokokok | skok [

147
146
149
149
146
158
145
148
148

227
226
229
229
226
238
225
228
228

307
306
309
309
306
318
305
308
308



logo

NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1112 NGFG RS09215 WP 003689811.1

NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1252 GCO85 RS07730 WP 011213805.1
NTDB id 1135269 MORIYA RS15625 WP 112716614.1
NTDB id 1198 PSJM300 03950 AFN76868.1

NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
consensus

<0

logo

NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1112 NGFG RS09215 WP 003689811.1

NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1252 GCO85 RS07730 WP 011213805.1
NTDB id 1135269 MORIYA RS15625 WP 112716614.1
NTDB id 1198 PSJM300 03950 AFN76868.1

NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
consensus

\

el B o B~TE§F el ol

QMBBIIGEESGSILDDMLIKEIANY YEINEVDNA ViesdiL.
QMEBJIGEESGSLDDMLIYKEIAIX

QMVIAIGEESGHIL [IMLEKVAM YEREV NAVD L

FPRM FQMVIUIGEESGELDDMLINKVAREYEN VD AVD L
YEMEVDNJVD L
YESEVDEIAVD L

Pk ook N N N I N R T B R T e B R Iy ey
L Y Rty
LI T #| RUURALK
VGGLV AMYLPIF LEISV (¢ 408
VGGLVEAMYLPIF IMEAARG . 407
GiL AMYLP F LGWVVA. 410
GIWWL AMYLP F LGNVVEES 410
AMYLP IFLG SV
AMYLPIF|d GS .. 418
AMYLPIF 405
AMYLPIF 408
AMYLPIF 408

ER I Y

X non conserved
B similar
>50% conserved

) LA DD, 15

387
386
389
389
386
398
385
388
388



