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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1135267 MORIYA RS15235 WP 112716468.1 MASRGVNKVIILGNLGNDPEIRSFPNGGAVANLTIATSESWRDKQTGEQREKTEWHRVAVFGKLAEIAGEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSG....GAPYDE.............GYGQSQEAYQRPA.. 133
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSG....GAPYEE.............GYGQSQEAYQRPA.. 133
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGN................QGSGWNQAPA...QTNYN 135
NTDB id 1135267 MORIYA RS15235 WP 112716468.1 EGALQTRKWQDQNGQDRYTTEVVVQGFNGVMQMIGARQGGQQQQQGGGTYNSNSNQQSQQQNQNADWGQPQQSAAEPQQQ 160
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGM.........NVPAQQGSWGQPQQPAKQHQP. 150
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FDDDIPF
NTDB id 1131 NGFG RS05740 WP 003695064.1 ........QQSRQPAPDAPSHPQEAPA..APRR.QPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 ........QQSRQPASDAPSHPQEAPA..APRR.QPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 QGGYSDNYAQNNNFNGG.......NATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1135267 MORIYA RS15235 WP 112716468.1 GGGYNNSNQQPQQASQQAPQQQTPDPTSTPQQQAPQQGFNEPSADFDDDIPF 212
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ........................MQQS.APQQYSQPQYNEPPMDFDDDIPF 177
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