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NTDB id 1058 ABD1 RS01615 WP 001274986.1 IPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSKLLVEPVIVEHHKLEKVLGQHFAEESSFDFN... 156
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FLKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSKLKVEPIIVEHDKLERLLSEHFVEETHFNFD... 156
consensus * ** *** * *!* *** *******!*** **** ** *** ** **** * * ***

logo

D
G
E
Q
T
D
I
N
S
G
Q
E
E
G
D
L
M
E
E
G
L
D
G
E
A
F
G
N
S
L
E
D
L
I
L
V
K
S
D
I
A
V
D
E
N
S
G
A
E
L
V
D
E
D
E
G
P
D
E
H
M
P

E
G
T
S
T
A
D
G
H
Q
E
E
G
L
T
D
I

E
I
L
Q
D
E
Y
D
N
S

G
T
E
I
A
V
D
E
A
N
T
D
A
E
K
P
S
L
E
K
L
Q
V
S
A
K
T
G
Q

E
DDEGTASP I

V
P
S
V
K
R
F
Y
V
I
H
NQKTLVI LSVILDALVIRQRSMKSGASDLIHFEFPYEDHRNKDENQMSAYR I

VRFYLR I
Q
C
VDGLQVI LHKVIRLNQETIVVQAKNTQAPAP
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NTDB id 1058 ABD1 RS01615 WP 001274986.1 .D.E...EFDLDVNLDGPTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANPP 231
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NTDB id 1251 GCO85 RS07725 WP 011946523.1 ASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFNPVQR 315
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NTDB id 1058 ABD1 RS01615 WP 001274986.1 LQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQK 310
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NTDB id 1251 GCO85 RS07725 WP 011946523.1 FTNQGLIELGFKEADLV..NLKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQSEGMLTIFQ 552
NTDB id 1134995 XTG RS15505 WP 181901227.1 LPEHALLAEGFTAEQLAA.GIELYEAVGCDECT.EGYKGRTGIYQVMPMTDEIGAIVLEGGNAMQIAEAAQKIGIRDLRQ 555
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 SGLEKLREGITSFAELQRVLYF 562
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