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NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV.....G 75
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAG 72
NTDB id 1184 GTF74 RS02335 WP 000649326.1 ...MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAA 77
NTDB id 1167 A1552VC RS11065 WP 000649326.1 ...MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAA 77
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 ...MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAA 77
NTDB id 1292 VP RS12235 WP 005479693.1 ...MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQENGIAAAATLA... 74
NTDB id 1038 H0N27 RS01510 WP 000993725.1 ........MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNEGAVPTKLSDVGF. 71
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ........MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWSVKSGTGTEDA 72
NTDB id 1134953 ACLVWI RS16545 WP 230433800.1 ........MKKQNGFTLIELMIVIAIIAILAAIALPMYQDYVAKSQVAAGLAEITPGKVNAETRIAEGKAKTAVAADLG. 71
NTDB id 1197 PSJM300 03940 AFN76866.1 ......MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAINEGKTPSLTSTDEG. 73
NTDB id 1204 PSJM300 03935 AFN76865.1 ....MKPVKSSCRGFSLIELMIVVAIIGILAAIALPAYQNYTVRSTAASALAEITPAKAAFEQAISEGHTPSLVSSLPG. 75
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NTDB id 1424 RS RS02795 WP 011000517.1 S...SV.....FTPTKNVANLTIAG.T.GTVPGQITVTYTT.....AAGGGTLALVPTAAGTALPVSSAPSGPIMWTCYA 140
NTDB id 1002 ACIAD RS15100 WP 004923779.1 S...SCVGVQEISASNATTNVATAT.CGASSAGQIIVTMDTT....KAKGANITLT..........PTYASGAVTWKCTT 134
NTDB id 1184 GTF74 RS02335 WP 000649326.1 G..FTRLGTVED..MG.DGKIVIAPTASGALGGTIKYTFDA....GVVSSSKIQLARD.............ANGLWTCST 135
NTDB id 1167 A1552VC RS11065 WP 000649326.1 G..FTRLGTVED..MG.DGKIVIAPTASGALGGTIKYTFDA....GVVSSSKIQLARD.............ANGLWTCST 135
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 G..FTRLGTVED..MG.DGKIVIAPTASGALGGTIKYTFDA....GVVSSSKIQLARD.............ANGLWTCST 135
NTDB id 1292 VP RS12235 WP 005479693.1 .....QLGVDVA..ANDLG..AIDSAL.AGGSPTLTFTF...DADSSIDGGILTFTRD.............AATGWSCLP 128
NTDB id 1038 H0N27 RS01510 WP 000993725.1 T.....AATSSV..CATYSIDAF..TE.TDGAGKITCTL.KGN..PKIATKIVELTRS.............TDGAWTCVS 125
NTDB id 1192 PAKAF RS23870 WP 024947914.1 TKKEVPLGVAAD..ANKLGTIALKPDP.ADGTADITLTFTMGGAGPKNKGKIITLTRT............AADGLWKCTS 137
NTDB id 1134953 ACLVWI RS16545 WP 230433800.1 .....LATSGR...CT.KVDVAVDP....SGTSSIACT.LAGNA..QVATKTITWSRTADD......ATTGAAGVWSCAS 129
NTDB id 1197 PSJM300 03940 AFN76866.1 .....YIGITD...STSYCDVDLDT....AADGHIECT.AKGGNAGKFDGKTITLNRT.............ADGEWSCAS 127
NTDB id 1204 PSJM300 03935 AFN76865.1 .....FIGIGA...STNYCTVTLIA....TATGSITCT.TQNGMPDRFNGKTITIART.............TDGLWDCTS 129
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NTDB id 1424 RS RS02795 WP 011000517.1 QNKAQAASSVAPSGTMSLAAKYAPAECR............ 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 TS................DKKYVPSECRG........... 147
NTDB id 1184 GTF74 RS02335 WP 000649326.1 TV................TSEIAPKGCTAGATIN...... 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 TV................TSEIAPKGCTAGATIN...... 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 TV................TSEIAPKGCTAGATIN...... 153
NTDB id 1292 VP RS12235 WP 005479693.1 TA................PAIA.VDGCS............ 139
NTDB id 1038 H0N27 RS01510 WP 000993725.1 DV................PTEFLPKGCTAGTPTEGAITSL 149
NTDB id 1192 PAKAF RS23870 WP 024947914.1 DQ................DEQFIPKGCSK........... 150
NTDB id 1134953 ACLVWI RS16545 WP 230433800.1 TV................AQKLKPATCQG........... 142
NTDB id 1197 PSJM300 03940 AFN76866.1 TL................DAKYKPGKCS............ 139
NTDB id 1204 PSJM300 03935 AFN76865.1 DL................DSRYKPGKCL............ 141
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