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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 1134951 ACLVWI RS16530 WP 411862066.1 .MNEPKSALVVDDERDIRELLVLTLGRMGLRISTAANLAEARELLANNPYDLCLTDMRLPDGNGIELVTEIAKHYPQTPV 79
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
consensus *!*!!!! !***!* *!!*!!**** *! ** *!**!*** **!*!!!!**!!!!*!**!! * * *!*!!*
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARS 160
NTDB id 1134951 ACLVWI RS16530 WP 411862066.1 AMITAFGSMDLAVEALKAGAFDFVSKPVDISVLRGLVKHALELNNRDRPAPPPPEQASRLLGDSSAMESLRATIGKVARS 159
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEEA...PVDNRLLGESPPMRALRNQIGKLARS 155
consensus !**!!*!**!*!* !!!!!!!!!**!!!** !* !* !! *** * * *!*!*! ** !! !*!*!!!

logo QAPVFYVI STVGESGSTVGKEVLVANRTLVIHRELQSGANPRAISAERGPF IVAP I
VNCGAIPASTELMESELFFGHKKGSFTGAHITAEQDKPQGL IFLQSAASHGGSTLFLDE

NTDB id 1045 H0N27 RS16330 WP 168727019.1 QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE 240
NTDB id 1134951 ACLVWI RS16530 WP 411862066.1 QAPVYIVGESGVGKELVARTIHEQGARAAGPFVPVNCGAIPAELMESEFFGHKKGSFTGAHADKPGLFQAAHGGTLFLDE 239
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDE 235
consensus !!!!***!!!!*!!!*!!***!*** ! **!!***!!!!!!*!!!!!!*!!!!!!!!!!! !!*!!***!*!!*!!!!!
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLL 320
NTDB id 1134951 ACLVWI RS16530 WP 411862066.1 VAELPLQMQVKLLRAIQEKSVRPVGASSESLVDVRILSATHKNLGDLVSDGRFRHDLYYRINVIELRVPPLRERGGDLPQ 319
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPL 315
consensus *!*!!* !!!!!!!!*!!! *!*!!* *!* !!*!***!*!**!* *! !*!!*!!**!**!**!**!!!!!!**!***
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQS 400
NTDB id 1134951 ACLVWI RS16530 WP 411862066.1 LAAAIIARLAHSHGRPIPLLTQSALDALDQYGFPGNVRELENILERALALAEDDQISATDLRLPAHGGHR...LAATPGS 396
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS...QEGAA.. 390
consensus !! ** *** * * ! !! ! * ! ** !!!!!!!!*!**!!!**! !!**! **!*** * **** *
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IQTTVAAPQAV..KKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 1134951 ACLVWI RS16530 WP 411862066.1 A..AVEPREAVVDIDPASAALPSYIEQLERAAIQKALEENRWNKTKTAAQLGITFRALRYKLKKLGME....... 462
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .........SL....SEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
consensus * ** ***!* !*!**!* ****!!****!!*! *! *!!*!!!**!!*!!!*!**
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