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NTDB id 83 BSU 35490 NP 391429.1 MTKVNIVIIDDHQLFREGVKRILDFEPTFEVVAEGDDGDEAARIVEHYHPDVVIMDINMPNVNGVEATKQLVELYPESKV 80
NTDB id 1134902 JM183 RS04355 WP 016425506.1 .MTIKVLFVDDHEMVRIGISSYLSTQPDIEVVGEGASGKEAIQKAHELHPDLILMDLVMTDMDGVEATTQIKKDLPHIKV 79
NTDB id 4 SA RS09755 WP 000153535.1 .MTIKVLFVDDHEMVRIGISSYLSTQSDIEVVGEGASGKEAIAKAHELKPDLILMDLLMEDMDGVEATTQIKKDLPQIKV 79
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NTDB id 83 BSU 35490 NP 391429.1 IILSIHDDENYVTHALKTGARGYLLKEMDADTLIEAVKVVAEGGSYLHPKVTHNLVNEFRRLATSGVSAHPQHEVYPEIR 160
NTDB id 1134902 JM183 RS04355 WP 016425506.1 VMLTSYIEDKEVYRALDAGVDSYILKTTSASDIAEAIRKTSQGESVFEAEVLVKMRNRMKQ.................RA 142
NTDB id 4 SA RS09755 WP 000153535.1 LMLTSFIEDKEVYRALDAGVDSYILKTTSAKDIADAVRKTSRGESVFEPEVLVKMRNRMKK.................RA 142
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