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NTDB id 1169 A1552VC RS11075 WP 000648511.1  ........... MKATQTLP KNMRMWKEMN S N(E .
NTDB id 1402 DSB67 RS12670 WP 010643257.1 ............ MKTIMPQEKNMRMK NSSGKK.TSG.
NTDB id 1112 NGFG RS09215 WP 003689811.1 .. .... MAKNGGFSLFIMKKEKR)SI RHS ASDJYLNMN[€3=:
NTDB id 1113 AAA85695.1 219..1451(C )  ...... MAKNGGFSLFMKKEKRIAT RHSASDKL
NTDB id 1198 PSJM300 03950 AFN76868.1 . ........... MAQKINIKNSVIYT QEAIN.
NTDB id 1016 ACIAD RS01680 WP 004920476.1 ........... MAAKKTQVMPVZA KGIK.
NTDB id 1059 ABD1 RS01610 WP 000279215.1 ........... MAVKKRAQMMP TjgA ISGUKH
NTDB id 1134890 ACLWA7 RS17200 WP 053051318.1 MSVARSVIKKQPVDRNTSMEQTIV R[E{V]Y.
NTDB id 1252 GC0O85 RS07730 WP 011213805.1 ............ MDKN.PP LTigH AGQK.
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 JATROLATM
NTDB id 1402 DSB67 RS12670 WP 010643257.1 FTRQ ATM
NTDB id 1112 NGFG RS09215 WP 003689811.1 FTRQL TM KAG PL QAFEIVA
NTDB id 1113 AAA85695.1 219..1451( ) FTRQL TM [JAG PL QAFEIVA
NTDB id 1198 PSJM300 03950 AFN76868.1 FTRQ ATM KAGVPL Q F I
NTDB id 1016 ACIAD RS01680 WP 004920476.1 FTRQLATM
NTDB id 1059 ABD1 RS01610 WP 000279215.1 FTRQLATM
NTDB id 1134890 ACLWA7 RS17200 WP 053051318.1 KDIEEF RQ ATM
NTDB id 1252 GC0O85 RSO07730 WP 011213805.1 I\DIT F RQLATM
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 Ligy 1§ R ATY EK Q
NTDB id 1402 DSB67 RS12670 WP 010643257.1 LBIY 1§ R ATY EK
NTDB id 1112 NGFG RS09215 WP 003689811.1 LD AMYKEK
NTDB id 1113 AAA85695.1 219..1451( ) LD AMYKEK
NTDB id 1198 PSJM300 03950 AFN76868.1 LDRVATYKEK
NTDB id 1016 ACIAD RS01680 WP 004920476.1 LDRVAWYKEK
NTDB id 1059 ABD1 RS01610 WP 000279215.1 LDRVAMYKEK
NTDB id 1134890 ACLWA7 RS17200 WP 053051318.1 LDEVATYKENIEALKGKIKKALFYPAMV
NTDB id 1252 GC085 RS07730 WP 011213805.1 LD VATYKEKMEN KISKIKKALJYYPaWVv
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NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1112 NGFG RS09215 WP 003689811.1 MK WWIAR RTWATIMFAAGVPLVDWLBSTAGAJGN
NTDB id 1113 AAA85695.1 219..1451( ) ﬁ K WIAR RTNATIRFAAGVPLVDELWNSTAGARGN
NTDB id 1198 PSJM300 03950 AFN76868.1 l MK B ARF RTL TTFAAGVPLVDALDSMAGATGN
NTDB id 1016 ACIAD RS01680 WP 004920476.1 MKAMIAR FRTLATTFAAGVPL DALISTAGATRNH Y|
NTDB id 1059 ABD1 RS01610 WP 000279215.1 l l l MKANIAR ERTLATTFAAGVPL DALESTAGAT&N
NTDB id 1134890 ACLWA7 RS17200 WP 053051318.1 HNSAIVNAS RTATFAGVPLV ALAGATGN Y
NTDB id 1252 GC085 RS07730 WP 011213805.1 INKAF\TARF RTL MTFAAG PLV ALKHVAGATGN
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 QMVEIIGEESG[RLD

NTDB id 1402 DSB67 RS12670 WP 010643257.1 QMVNIIGEESGRILD

NTDB id 1112 NGFG RS09215 WP 003689811.1 QMY IGEESG LD

NTDB id 1113 AAA85695.1 219..1451( ) QMM IGEESG LD

NTDB id 1198 PSJM300 03950 AFN76868.1 QMIAIGEESGALD YEBEVDNEIVD L A MEP IMIW LG
NTDB id 1016 ACIAD RS01680 WP 004920476.1 R[RIRMAAMRY NRIFPEEMIEN QMVAIGEESGALD YEEVDAVD L § MEPLIMINILG
NTDB id 1059 ABD1 RS01610 WP 000279215.1 (A[RINAIA A MR WRIFPRIMEY QMVAIGEESGALDRMLIKVA YENEVDNAVD L § MEPLIMIILG
NTDB id 1134890 ACLWA7 RS17200 WP 053051318.1 QMAIGEE GALDJIWMLIFKVAIX EMREV NAVD LSH IREPLIM ¢T
NTDB id 1252 GC085 RS07730 WP 011213805.1 QQFIENH FPIIM QMVAIGEESGAL WMLEKVAM
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 VGGLV AMYLPIF LEISV BB 408
NTDB id 1402 DSB67 RS12670 WP 010643257.1 VGGLVIJAMYLPIF LJISV | 407
NTDB id 1112 NGFG RS09215 WP 003689811.1 GL AMYLP F LGVV . 410
NTDB id 1113 AAA85695.1 219..1451( ) GWL AMYLP F LGIVV 410
NTDB id 1198 PSJM300 03950 AFN76868.1 AMYLPIF GSVVS 405
NTDB id 1016 ACIAD RS01680 WP 004920476.1 AMYLPIF GSVVS 408
NTDB id 1059 ABD1 RS01610 WP 000279215.1 AMYLPIF GSVVS 408
NTDB id 1134890 ACLWA7 RS17200 WP 053051318.1 MYLPIFIJLG VV B 419
NTDB id 1252 GC085 RS07730 WP 011213805.1 AMYLPIFISLGSEV S 406
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