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LGGYVRMAGMWGEEDDTTELIQKPTGTSPLAS

NTDB id 113400 MEPL RS05765 WP 013774104.1 MKTILTFIIVFGVLVLVHEFGHFFFAKRSGILVREFSIGMGPKIFEHQGKDGTAYTIRILPIGGYVRMAGMGEEDTELQPGTPLS 85
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS 85
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS 85
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NTDB id 113400 MEPL RS05765 WP 013774104.1 IELNDQQEIITINTSKKIQLPNSIPLEMTASDLERELYIKGNINGDSAQEKCYPIKHDASIIEADGTKVRIAPIDVQFQSAKLWQ 170
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NTDB id 113400 MEPL RS05765 WP 013774104.1 RMLTNFAGPMNNFLLAIVLFTIWVFVQGGIVVTNTNHIGQVLENSPAMKAGLKSNDEILSVNHKKINTWTDLTSIIQKNSDKK.. 253
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FQQMTAVWDENGSATQAI FLKAATLGKSGLVITGNFSLNKLGGPVMAM
NTDB id 113400 MEPL RS05765 WP 013774104.1 ...LTFVVKSTEK.QRKLTVIPETKKMDGTKVGTIGITAPMKTSFSDKLLGGIQQTVDNSTQIFKALGSLVTGFSLNKLGGPVMM 334
NTDB id 323 STU RS10650 WP 011225396.1 GDSLSVTVKRSNGQEETISVKPQ....KSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAM 332
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