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NTDB id 113393 MEPL RS03235 WP 013773638.1 MEKIKQLPNRSEIPKEMTWDLTKIFMDDSEFDLACRQLIEKLKEAETIKNTLKNNATTFLNGIHYLLDIYRKIETIYVYAHLKND 85
NTDB id 480 HSISS4 RS02090 WP 002890133.1 .....MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus ***** *!!**** !!!!! !! ! *** * * !! ! *! ! ! * * * * !**! !!!!!**!!!
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NTDB id 113393 MEPL RS03235 WP 013773638.1 QDTANTTYQELDAKAGNLYAQVSEAVSWFEPEVLSMPDTQIWQYFKEEPQLEEYRHFIEDILDNRTHVLAADKEALLAGASEIFG 170
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAAGDIFN 165
consensus !!! !!! !!! !!! !*!!! *!!!! * **! * * !! ! ! !* ! *! !* !!! * ! !!!*! *!!
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VRKAGAYEAGFMYGSTVYERQFQRHNTFYAQSTLGQGTHVVKTVFHNYKQAKVRHNYNS
NTDB id 113393 MEPL RS03235 WP 013773638.1 APSNIFSILNNADLVFPVIKNEEGKSIQLSHGIYSQLMESVDRNVRKAAYEGFYSVYRQFRNTFASTLGTHVKTFNYKAKVRNYS 255
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVHNYQAKVRHYN 250
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NTDB id 113393 MEPL RS03235 WP 013773638.1 SAREAALKSNHIPESVYDTLVKVVDKNLPLLHRYVQLRKKLLKVDKLHMYDMYTPIFCEAPIKFSYEEAKNEALAALQPLGSEYL 340
NTDB id 480 HSISS4 RS02090 WP 002890133.1 SARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSE.TETALTYEESLKKAEEVLAIFGEEYS 334
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NTDB id 113393 MEPL RS03235 WP 013773638.1 DIVKEAFSHRWIDVMENKGKRSGAYSSGSYDTFPYILLNWHDSLDQLYTLVHEMGHSAHSYFTRKNQPYVYGDYPIFLAEIASTT 425
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQTQPYVYGDYPIFLAEIASTT 419
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NTDB id 113393 MEPL RS03235 WP 013773638.1 NENILTEYLLKTETKPQVRAYILNHYLDGFKGTIFRQTQFAEFEQFIHVADANGTPLTSEYLSENYKKLNRKYYGDAVEPDNEIA 510
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADFMNKLYADLNEKYYNLKAEDNYEIQ 504
consensus !!!!!!! !!! * ! !!!!!!!!!!!!*!!!!!!!!!!* !! !!! ! *!! *** ! !! !!! !* !!
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NTDB id 113393 MEPL RS03235 WP 013773638.1 LEWTRIPHFYYNYYVYQYATGFSAASTLANKIMTQEPHALENYLNYLKSGSSDYPIEIMKKAGVDMTRPDYIENAMLIFEKRLTE 595
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVE 589
consensus !! !!!!!! !!!!!!!!!!! !!! !! !!** ** ! !! !!! !!!!!!*!**!!!!!!!! *!!** ! *!! !! !
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NTDB id 113393 MEPL RS03235 WP 013773638.1 LEEITDELIK.. 605
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LEALVEKGVHLS 601
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