
logo MKKQI LFSLF I SFSLGVFLQDLNSEGFLSWQNQLSNI ITATI
TLGAVI SLGL IWVKADWLVVR IR IWLLNI FFLCFGVFTHYLNSEKSVLPSVSK

NTDB id 113323 M949 RS07435 WP 236627899.1 MKKQILFSLFISFSLGVFLQDLSELSWQQSNITTTLGAISLGLIWVKADWLVRIRIWLLNIFFLCFGVFTHYLNSEKSVLPSVSK 85
NTDB id 1320 RA0C RS04895 WP 228481890.1 MKKQILFSLFISFSLGVFLQDLNGFSWQNLNIIAILGVISLGLIWVKADWVVRIRIWLLNIFFLCFGVFTHYLNSEKSVLPSVSK 85
consensus !!!!!!!!!!!!!!!!!!!!!! !!!* !! !! !!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KEELVFKI EQKLNSTAKNKRYE ITAFHYQNQPFLKAVLSVPKDLEELDYKMHYYQSQLSLYPLEPSSKNNYQFDYAKFYQARKGVYYRAY
NTDB id 113323 M949 RS07435 WP 236627899.1 KEELVFKIEQKLNSTAKNKRYEITAFYQNQPLKAVLSVPKDLEELDYMHYYQSQLSLYPLEPSKNNYQFDYAKYQARKGVYYRAY 170
NTDB id 1320 RA0C RS04895 WP 228481890.1 KEELVFKIEQKLNSTAKNKRYEITAFHQNQPFKAVLSVPKDLEELDYKHYYQSQLSLYPLESSKNNYQFDYAKFQARKGVYYRAY 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!*!!!!!!!!!!!*!!!!!!!!!!!

logo AKRDLHRKAPKSELTFSEKMKQRWRLEFLLSNIDKNEKLSQQTRAFLKGIVLADRTEVDAEGTNSTNFRRSGLATHI
VLAI SGSTHIA I I FGVI

V

NTDB id 113323 M949 RS07435 WP 236627899.1 AKDLHKAPKSELTFSEKMKQWRLELLSNIDKNEKLSQQTRAFLKGIVLADRTEVDAETNTNFRRSGLTHVLAISGSHIAIIFGVI 255
NTDB id 1320 RA0C RS04895 WP 228481890.1 ARDLRKAPKSELTFSEKMKRWRLEFLSNIDKNEKLSQQTRAFLKGIVLADRTEVDAGTNSNFRRSGLAHILAISGTHIAIIFGVV 255
consensus !*!!*!!!!!!!!!!!!!! !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!!!!!!! !*!!!!!*!!!!!!!!*

logo YMLLRSL IVLVPAVKRFR I
TGVI

MLFLSLSVL IWAI FATWF IGWGNSSVVRASC IMLTVYFGFVLLQRKPQVLDASLALAGLGI LMVDTQELFSVGFQL
NTDB id 113323 M949 RS07435 WP 236627899.1 YMLLSLIVPAKFRTGVILFSLVLIWIFTWFIGWGSSVVRSCIMLTVYFGFVLLQRKPQVLDALALAGLGILMVDTQELFSVGFQL 340
NTDB id 1320 RA0C RS04895 WP 228481890.1 YMLLRLVLPVRFRIGVMLLSLSLIWAFAWFIGWGNSVVRACIMLTVYFGFVLLQRKPQVLDSLALAGLGILMVDTQELFSVGFQL 340
consensus !!!! !**! *!! !!*! !! !!! ! !!!!!! !!!! !!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!

logo SFSAVLGIYWFNKRP I
MIRLFPNPRNKI

TQKLLLYTFTMVSTAAQLGTMPIV IYYFHQYSAWS I LANLLVVLPLME IV I I ILSFLMTI IVFG
NTDB id 113323 M949 RS07435 WP 236627899.1 SFSAVLGIYWFNKPIIRLFPNPRNKTQKLLLYTFTVSTAAQLGTMPIVIYYFHQYSAWSILANLLVLPLMEIVIIISFLMTIIFG 425
NTDB id 1320 RA0C RS04895 WP 228481890.1 SFSAVLGIYWFNRPMIRLFPNPRNKIQKLLLYTFTMSTAAQLGTMPIVIYYFHQYSAWSILANLVVLPLMEIVIILSFLMTIVFG 425
consensus !!!!!!!!!!!!*!*!!!!!!!!!! !!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!*!!

logo LGIYWNSWLSFTYDWL IKALLWL IGFFGKI EMGYFQDIPLS IWEMGVWAVGLYFLRE I L IRFTWRGFMKRLMFSVLLFFGIKMGWLDI
V

NTDB id 113323 M949 RS07435 WP 236627899.1 LGIYWSWLSFTYDWLIKALLWLIGFFGKIEMGYFQDIPLSIWEMGVWAVGLYFLREILIRFTWRGFMKLMFSVLLFFGIKMGLDV 510
NTDB id 1320 RA0C RS04895 WP 228481890.1 LGIYWNWLSFTYDWLIKALLWLIGFFGKIEMGYFQDIPLSIWEMGVWAVGLYFLREILIRFTWRGFMRLMFSVLLFFGIKMWLDI 510
consensus !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!! !!*

logo RAYHDKEAKRWHYHYHRTKVFSVLDKGKVCYFWVASDEKDNLEMTLESNYL IKPYVI SKRAESYKVKMMSKEVDEVI FNGKRYLFQ
NTDB id 113323 M949 RS07435 WP 236627899.1 RAYHDKEARWHYHYHTKVFSVLDKGKVYFWVSDKDNLEMLESYLIKPYVISKRAESYKVKMMSKEVDEVIFNGKRYLFQ 589
NTDB id 1320 RA0C RS04895 WP 228481890.1 RAYHDKEAKWHYHYRTKVFSVLDKGKVCFWVADEDNLETLESNLIKPYVISKRAESYKVKMMSKEVDEVIFNGKRYLFQ 589
consensus !!!!!!!!*!!!!!*!!!!!!!!!!!!*!!! ! !!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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