logo

NTDB id 113318 M949 RS07190 WP 014938005.

NTDB id 1342 RAOC RS05130 WP 004918085.1
consensus

logo

NTDB id 113318 M949 RS07190 WP 014938005.

NTDB id 1342 RAOC RS05130 WP 004918085.1
consensus

logo

NTDB id 113318 M949 RS07190 WP 014938005.

NTDB id 1342 RAOC RS05130 WP 004918085.1
consensus

logo

NTDB id 113318 M949 RS07190 WP 014938005.

NTDB id 1342 RAOC RS05130 WP 004918085.1
consensus

logo

NTDB id 113318 M949 RS07190 WP 014938005.

NTDB id 1342 RAOC RS05130 WP 004918085.1
consensus

1

1

1

1

WA LA L o A S A s ek WK

MVNAEEILYSTALRRSPLVGDVINFANLVEEVGSAKENMWNILSNSJELRKISG GKQIASEIGDINILLKFAE E EFCIKNEIKI LR
MVNAEEILYSTALRRSPLVGDVIFANLVMEVGSAKEERWELSIQRELRKISG GKQIASNIGDISUMLLKFAE E EFCIKNEIKIBILR
]

LR AL RSB RS ATEALE

HLNQLPRLLGECYDAPAILFQKGDY DTANNISIVGTRNATAYGKSFLEDLIVQFKNKNIQVISGLALGTDGIAHQEALKNNIKT
HLNQLPRLLGECYDAPAILFQKGDY DTANNISIVGTRNATAYGKSFLEDLIVQFKNKNIQVISGLALGTDGIAHQEALKNNIKT

AL SR ARl AR R DR R CATHE SRR

SAVLAHGLHI YPSKHKILAEEILSNGGALFSEFCSDEKPDREHFLQRNRIVAGLSANTIVVESAYAGGSISTASFANQYNREVY]|
SAVLAHGLHI YPSKHKILAEEILWNGGALFSEFCSDEKPDREHFLQRNRIVAGLSANTIVVESAYAGGSISTASFANQYNREVY]
Prrr e rrrrrrrrrrrrrre

A TRV OG5 LT gL e R0 LA

ALAGRLTDKYSQGCNHLIFQNKAKIISSIKGLLKDLDLDNTSKVLELFPI®V VIALTPVQP YDINIKMENDISLDDLSEKLNQPI
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