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NTDB id 1132971 NMK36 RS25255 WP 072717945.1 MT....NTSQRRALVVQSTTPFGNKLIQSGYINPEQLQQALK.TSRSGQPLTEVLESMTGRPLPPDLARQYKKQQLFELR 75
NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELK 80
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NTDB id 1132971 NMK36 RS25255 WP 072717945.1 IIHGVEAYDPEIEPMSNEELEQMLHTLDTSLETCKRHRFIPLRKPESDPTSVLIAMVDPDNLNALEELRNQILRPKQLKL 155
NTDB id 1410 SGL RS13950 WP 010873519.1 VLYGVDSVDPEVAPIATQQMAELIGRF.FPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDEL.NRILRVKGFEL 158
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NTDB id 1132971 NMK36 RS25255 WP 072717945.1 QRRVITQEDYDQIISTYSNEDVKRKAAEAAKREQEKLEFTA..GDFETTDLEEVGDESGGMDLSEEIEQAETAPVIKAVN 233
NTDB id 1410 SGL RS13950 WP 010873519.1 RRLVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVN 238
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NTDB id 1132971 NMK36 RS25255 WP 072717945.1 VILAKALSEGVSDIHVEPQEHEMRIRMRKDGVLQE.YYKFPKKVIPAITSRFKILAEMDIAERRQAQDGRIRRKFRGRTV 312
NTDB id 1410 SGL RS13950 WP 010873519.1 KILAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKV 318
consensus !!!!!! !! !!!!!!!!!* *!!! !!!!!!* ** * !*!* !!* !!!!*!*!!!!!!! *!!!*!!! * !! !

logo DFRVNSTLPSRYGEKI
V
C
VLR I LDNSSASTQLGLDFKL ITDNPQETLAQLTVRELTAASRPFYGL IMLVTGPTGSGKSTSTLYSVLAEKRNDSPEGI

VN
NTDB id 1132971 NMK36 RS25255 WP 072717945.1 DFRVNSLPSRYGEKIVLRILDSSSTQLGLDKLITDQETLALVRETASRPFGLILVTGPTGSGKSTSLYSVLAEKNDPGIN 392
NTDB id 1410 SGL RS13950 WP 010873519.1 DFRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVN 398
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logo INSTAEDP I EYALPGITQCVQVIREKGNLMDTFASNI LRAFLMRQDPDVI
LLVGETRDKLETAKTAI EAALTGHLVLTTLHTNDAAGAI

NTDB id 1132971 NMK36 RS25255 WP 072717945.1 ISTAEDPIEYALPGITQCQVIREKNLTFANILRAFLRQDPDVLLVGETRDLETAKTAIEAALTGHLVLTTLHTNDAAGAI 472
NTDB id 1410 SGL RS13950 WP 010873519.1 INTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAI 478
consensus ! !!!!!!!!!!!!!!!*!!!!!! * ! !!!!!!*!!!!!!*!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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NTDB id 1132971 NMK36 RS25255 WP 072717945.1 ARLDEMGVEPFMVSAALLGILAQRLMRRVCGECRLPYTPAPEELGRYGLSASQEVNITFYKANTIAVEERKHLADMGQLC 552
NTDB id 1410 SGL RS13950 WP 010873519.1 ARLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLC 558
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NTDB id 1132971 NMK36 RS25255 WP 072717945.1 KKCSGLGYKGRVGVYEFLKVTERMQTLITKGAPTEQIKEAAVEEGMKTLLAYSLQLVREGYTTFEEVERVTFTDSGLEAE 632
NTDB id 1410 SGL RS13950 WP 010873519.1 QKCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESE 638
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NTDB id 1132971 NMK36 RS25255 WP 072717945.1 LKAKRKQGLTCKSCVAELKPEWLDCPYCMTPRFIS 667
NTDB id 1410 SGL RS13950 WP 010873519.1 MRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS. 672
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