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NTDB id 1132908 NMG85 RS00450 WP 042153548.1 QRRVITHEDYDQIISAYSDEDVKRKAVEAAIRDK......EKLDFTAGDFDTTDLEDMGDEGGGMDLADEIEQSETAPVI 229
NTDB id 1410 SGL RS13950 WP 010873519.1 RRLVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSID....MNLGEDKEDVDNALDSNDANQAPVI 234
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NTDB id 1132908 NMG85 RS00450 WP 042153548.1 KAVNVILAKALSEGVSDIHVEPQEHEMRIRMRRDGVLEEY.YKFPKKVIPAITSRFKILAEMDIAERRQAQDGRIRRKFR 308
NTDB id 1410 SGL RS13950 WP 010873519.1 NLVNKILAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQ 314
consensus !! !!!!!! !! !!!!!!!!!* *!!! !*!!!! * * !*!* !!* !!!!*!*!!!!!!! *!!!*!!! *

logo GRKTI
VDFRVNSTLPSRYGEKI

V
C
VLR I LDNSSASTQLGLDFKL ITDNPQETLAQLTVRE I

LAASRPFYGL IMLVTGPTGSGKSTSTLYSVLAERNDS
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NTDB id 1410 SGL RS13950 WP 010873519.1 GRKVDFRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNS 394
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NTDB id 1132908 NMG85 RS00450 WP 042153548.1 AGAIARLDEMGVEPFMVSAALLGILAQRLMRRVCGECRIPYTPTVEELGRYGLSASQEVDITFYKANTIPIEQRKHLADS 548
NTDB id 1410 SGL RS13950 WP 010873519.1 AGAIARLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQK 554
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NTDB id 1132908 NMG85 RS00450 WP 042153548.1 GQLCKKCNGLGYKGRVGVYEFLKVTERLQTLITKGAPTEQIKEAAVEEGMKTILAYSLQLVREGYTTFEEVERVTFTDSG 628
NTDB id 1410 SGL RS13950 WP 010873519.1 GNLCQKCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTG 634
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NTDB id 1132908 NMG85 RS00450 WP 042153548.1 LEAELKAKRKQGLTCKSCEAELKPEWLDCPYCMTPRFTS 667
NTDB id 1410 SGL RS13950 WP 010873519.1 LESEMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS. 672
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