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NTDB id 1169 A1552VC RS11075 WP 000648511.1  ........... MKATQTLPEBKN K NSN

NTDB id 1402 DSB67 RS12670 WP 010643257.1  ............ MKTIMPQEKN R K Q

NTDB id 1112 NGFG RS09215 WP 003689811.1 ...... MAKNGGFSLFIMKKEKRIAT RHSASDL .....

NTDB id 1113 AAA85695.1 219..1451(C )  ...... MAKNGGFSLFMKKEKRIAT RHSASDKL .....

NTDB id 1198 PSJM300 03950 AFN76868.1 . ........... MAQKINIKNSVIAT Q[EJAIN .

NTDB id 1016 ACIAD RS01680 WP 004920476.1  ........... MAAKKTQVMP VA KGIK.

NTDB id 1059 ABD1 RS01610 WP 000279215.1 ........... MAVKKMAQMMP TjgA ISGUKH

NTDB id 1132470 H5027 RS04820 WP 053051318.1 MSVARSVIKKQPVDRNTSMBQTIZV R[E{V]Y .

NTDB id 1252 GC0O85 RS07730 WP 011213805.1 ............ MDKNlPP LTigH AGQK.
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 IATROLATM SHEE A

NTDB id 1402 DSB67 RS12670 WP 010643257.1 FTRQ ATM I\ GE[RS GI

NTDB id 1112 NGFG RS09215 WP 003689811.1 FTRQL TM KAG PL QAFEIVA IRSRINF SNHIZKVAIBIR FPA@IRYA A

NTDB id 1113 AAA85695.1 219..1451( ) FTRQL TM [JAG PL QAFEIVA IRSRINF SNHIZKYAIIR FPAGIIRYA A

NTDB id 1198 PSJM300 03950 AFN76868.1 FTRQ ATM KAGVPL Q F I

NTDB id 1016 ACIAD RS01680 WP 004920476.1 FTRQLATM KAGVPLVQAFEIVAEGI®HXNPEWM

NTDB id 1059 ABD1 RS01610 WP 000279215.1 FTRQLATM KAGVPLVQ FEIVAEGIRINPEWM

NTDB id 1132470 H5027 RS04820 WP 053051318.1 DIF RQ ATM K GVP V EI EGHJANPJIM

NTDB id 1252 GC0O85 RSO07730 WP 011213805.1 I\DIT F RQLATM & G PLVQAF TVAING[AEINISAR
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 Lig2 13 R ATY EK VA [V M LpwilvV PlYFI FIQEEFGAELPYF T Q@V

NTDB id 1402 DSB67 RS12670 WP 010643257.1 LBIY 1§ R ATY EK

NTDB id 1112 NGFG RS09215 WP 003689811.1 LD AMYKEK

NTDB id 1113 AAA85695.1 219..1451( ) LD AMYKEK

NTDB id 1198 PSJM300 03950 AFN76868.1 LDRVATYKEK

NTDB id 1016 ACIAD RS01680 WP 004920476.1 LDRVAWYKEK

NTDB id 1059 ABD1 RS01610 WP 000279215.1 LDRVAMYKEK

NTDB id 1132470 H5027 RS04820 WP 053051318.1 LDEVATYKENIEALKGKIKKALFYPAMV

NTDB id 1252 GC085 RS07730 WP 011213805.1 LD VATYKEKMEN KISKIKKALJNYPiWAV
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NTDB id 1169 A1552VC RS11075 WP 000648511.1

NTDB id 1402 DSB67 RS12670 WP 010643257.1

NTDB id 1112 NGFG RS09215 WP 003689811.1 MK WWTAR RTENATIMFAAGVPLVDYELMSTAGARGN

NTDB id 1113 AAA85695.1 219..1451( ) ﬁ IMK GNTAR RTENATIMFAAGVPLVDYY I\GN

NTDB id 1198 PSJM300 03950 AFN76868.1 l MK B ARF RTL TTFAAGVPLVDALDSMAGATGN

NTDB id 1016 ACIAD RS01680 WP 004920476.1 MKAMIAR FRTLATTFAAGVPL DALISTAGATRNH Y|

NTDB id 1059 ABD1 RS01610 WP 000279215.1 l l l MKANIAR ERTLATTFAAGVPL DALESTAGAT&N

NTDB id 1132470 H5027 RS04820 WP 053051318.1 30 IN\TARF RTATFAGVPLV ALAGATGN Y

NTDB id 1252 GC085 RS07730 WP 011213805.1 INKAP\TARF RTL WMTFAAG PLV ALKEVAGATGN
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id
id
id
id
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id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
1132470 H5027 RS04820 WP 053051318.1
1252 GC0O85 RSO7730 WP 011213805.1
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id
id
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id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
1132470 H5027 RS04820 WP 053051318.1
1252 GCO85 RSO7730 WP 011213805.1
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