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NTDB id 1197 PSJM300 03940 AFN76866.1 ......MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAIN.EGKTPSLTSTD.. 71
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ........MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALS.RGWSVKSGTGTED 71
NTDB id 1119 NGFG RS11465 WP 017147169.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTS... 70
NTDB id 1109 OK783 RS10670 WP 157147416.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTS... 70
NTDB id 1191 AAC28468.1 484..945( ) ......MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAALVAG 74
NTDB id 1400 DSB67 RS12660 WP 010643261.1 ...MKTNKQKKQQGFTLIELMIVVAIIGILAALAIPAYQDYTKKATMAEFPKIASSTKLAVELCAHEHAADAGA.....F 72
NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKAF 73
NTDB id 1132410 CFBP8129 RS20810 WP 180313578.1 ........MKKQQGFTLIELMIVVAIIAILAAIALPAYQDYLVKARVSEVMLAASSARTAVSEAAAADTSATNMP.ATF. 70
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV...... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTA. 71
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATG. 70
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATG. 70
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NTDB id 1197 PSJM300 03940 AFN76866.1 .......EGYIGITDS.....TSYC...DVDLD...TAADGHI...ECT.AKGGNAGKFDGKTITLNR............ 117
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ...ATKKEVPLGVAAD....ANKLG...TIALK..PDPADGTADITLTF.TMGGAGPKNKGKIITLTR............ 126
NTDB id 1119 NGFG RS11465 WP 017147169.1 ..........AGVASPPTDIKGKYVK..EVEV......KNGVVTATMLSS...GVNNEIKGKKLSL..........WGRR 119
NTDB id 1109 OK783 RS10670 WP 157147416.1 ..........AGVASA.STIKGKYVQ..KVEV......AKGVVTAQMAST...GVNKEIQDKKLSL..........WAKR 118
NTDB id 1191 AAC28468.1 484..945( ) NVI...FDSANGL.......DGKYFAPGGVTVT....PDTGAINIAFDAG.......ANAGKTMTITPTVI.......AA 126
NTDB id 1400 DSB67 RS12660 WP 010643261.1 KTKCHQ..TANGIPA......AFTLN..NLTVTPAAGAASGAISITVNAANDKG........PIK....QNEKYILTATY 130
NTDB id 1188 NELON RS01755 WP 003772458.1 NKTAAAGGGAGGAAAAGTQHASKYVK..SVKV...TEASPWDITVAISATEANGIPTGLDGNTIRLFPLVNK.AV.PAAT 146
NTDB id 1132410 CFBP8129 RS20810 WP 180313578.1 ......TV.........ETQASKYVA..SVA..YVGGTTTGVITATA..K.......DLGGSTPTGTI.....TLTGTKA 117
NTDB id 1424 RS RS02795 WP 011000517.1 ...........GSSVF...TPTKNVA..NLTI.AGTGTVPGQITVTYT.T.......AAGGGTLALVPTAAGTALPVSSA 129
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ......GSSCVGVQEISASNATTNVA..TA...TCGASSAGQIIVTMDTT.......KAKGANITLTPT..........Y 123
NTDB id 1274 LPP RS09530 WP 011214168.1 ......YV.........SPAATPNVA..SI...AIGA..NGVITITY.TA.......AAGGGTIVMTPTL.........Q 111
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ......YV.........SPAATPNVQ..SI...AIGA..NGVITITY.TA.......AAGGGTIIMTPTL.........Q 111
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NTDB id 1197 PSJM300 03940 AFN76866.1 .TADGEWSCAST...................LDAKYKPGKCS....... 139
NTDB id 1192 PAKAF RS23870 WP 024947914.1 TAADGLWKCTSD...................QDEQFIPKGCSK...... 150
NTDB id 1119 NGFG RS11465 WP 017147169.1 ENGSVKWFCGQPVTRADDDTVAD..AKDGKEIDTKHLPSTCRDKASDAK 166
NTDB id 1109 OK783 RS10670 WP 157147416.1 QDGSVKWFCGQPVTRTGDNDDTV..ADANNAIDTKHLPSTCRDESSAT. 164
NTDB id 1191 AAC28468.1 484..945( ) SGQISTWTCAPGAAN...............GIETRRLPTSCQ*...... 153
NTDB id 1400 DSB67 RS12660 WP 010643261.1 ASNGVTWSSECKDAT..............NAVQTSYCP........... 154
NTDB id 1188 NELON RS01755 WP 003772458.1 STGAIDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK....... 188
NTDB id 1132410 CFBP8129 RS20810 WP 180313578.1 ANGQVSWVCAGT...................IDVKYRPATCRGT..... 142
NTDB id 1424 RS RS02795 WP 011000517.1 PSGPIMWTCYAQNKAQAASSVAPS...GTMSLAAKYAPAECR....... 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ASGAVTWKCTTT..................S.DKKYVPSECRG...... 147
NTDB id 1274 LPP RS09530 WP 011214168.1 ANGDVTWTCTGG..................TLLAKYRPASCRP...... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ANGDVTWTCTGG..................TLLAKYRPASCRP...... 136
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