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NTDB id 600 KWw2 RS01765 WP 011675413.1 EIYGPESSGKTT DELL 144
NTDB id 269 KZH43 RS08665 WP 001085462.1 EIYGPESSGKTT ANPAQKIRGGEWAAF IDAEHALDPREIY ALWALGVN DELL 143
NTDB id 228 SPD RS09265 WP 001085462.1 EIYGPESSGKTT ANEAQKINGGEWAAF IDAEHALDPEIY ARWALGVN DELL 143
NTDB id 194 SPR RS08825 WP 001085462.1 EIYGPESSGKTT ANEAQKIRGGEWAAF IDAEHALDPREIY ARWALGVN DELL 143
NTDB id 159 SP RS09750 WP 001085462.1 EIYGPESSGKTT ANPAQKINGGEWAAF IDAEHALDPEIY ARWALGVN DELL 143
NTDB id 499 SM12261 RS08315 WP 078228268.1 EIYGPESSGKTT ANEAQKIRGGEWAAF IDAEHALDPREIY ABWALGVN DELL 143
NTDB id 527 SMSK321 RS11065 WP 001085454.1 EIYGPESSGKTT ANEAQKIRGGEWAAF IDAEHALDPRIY ALRALGVN DELL 143
NTDB id 453 Spy49 1753c ACI62003.1 EIYGPESSGKTT ANEAQKINGGEWAAF IDAEHALDPEIY ARWALGVN DELL 143
NTDB id 408 SMU RS09530 WP 002262392.1 EIYGPESSGKTT ANENQKINGGEWAAF IDAEHALDPEIY ABWALGVN DELL 143
NTDB id 115 BSU 16940 NP 389576.2 E YGPESSGKTT AIYQRINGGAINAF IDAEHALDPYYAMYLGVN ELL 128
NTDB id 625 LCA RS02525 WP 011374196.1 EIYGPESSGKTT AJAYQKNGGIWAA IDAEJJA DPISYARWALGVN D LL 130
NTDB id 1313 DR RS12030 WP 010888966.1 IIP GRIFEIYGPESEGKTT AWAQKIAGGIN¥AF IDAEHALDPW Y ARSALGVNDELL SQPDIYGEQALEIY 142
NTDB id 1132366 CHRYMOREF3P RS10400 WP 077418994.1 EIYGPESSGKTT AIFAQKE\GGRWAAF IDAEHAJIDIMEY ALSYL G L SQPDIGEQALEIJ 132
NTDB id 1334 RAOC RS04870 WP 004918236.1 EIYGPESSGKTT AIFNQKNUGGEWAAF IDAEHAJDNEIYAIINLG N EL  SQPDRNGEQALEIJA 138
NTDB id 1245 Cj1673c YP 002345041.1 EIYGPESSGKTT AINEQKIGGIMAF IDAEHALD\WAY AVSYLGVNJID Lf{ SQPDIJGEQALEIY 129
NTDB id 1214 NCTC11637 00359 SQJ03206.1 EIYGPESSGKTT AIRGOKNGGLAAF IDAEHALDAIY AISALGV ¥ WLL SQPD GEQALEI|W 131
NTDB id 1211 C694 RS00795 WP 000963128.1 EIYGPESSGKTT AINUQOKINGGUAMAF IDAEHALDYIY ASIL.GV ¥ RILL SQPD GEQALEI|M 131
NTDB id 1389 A4U84 RS07560 WP 021112712.1 EIYGPESSGKTT ANQKGTYYNEAF IDAEHALDPYYY ARMLGVNIDELL SQPDJGEQALEIf 146
NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT UGAF DAEHARDPWNYAIRSLGVIS ELM GEQALEI 130
NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT \lAF DAEHARDPYARISLGVIY ELM GEQALEIfe 130
NTDB id 1123 OK783 RS03845 WP 003688695.1 EI GPESSGKTT UGAEF DAEHAJJDPUUYAIANLGV)S ELM GEQALEI 130
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT IEAFTIDAEHALDIENY ADIALGVIES [§ LL GEQALEIf 138
NTDB id 1165 A1552VC RS01565 WP 000344154.1 EI GPESSGKTT IGNGAEFIDAEHALDPYYAJSMLGVN DELL GEQALEI 129
NTDB id 1142 GTF74 RS11550 WP 000344154.1 EI GPESSGKTT KQNMAFIDAEHALDPYYAJSMLGVN DELL GEQALEI 129
NTDB id 1022 ACIAD RS06390 WP 004925639.1 EIYGPESSGKTT INMAFIDAEHALDPNYAJASLGV DNLL SQPDBIGEQALEIL 129
NTDB id 1074 ABD1 RS10195 WP 000344167.1 EIYGPESSGKTT INMAFIDAEHALDPNYAJASLGV DNLL SQPDRGEQALEIJ 129
NTDB id 1205 PSJM300 05545 AFN77183.1 EIYGPESSGKTT SQPD GEQALETIpN 129
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NTDB id 600 KW2 RS01765 WP 011675413.1 VV DSVAALWYPKAEI G MGDSEVGLQAR 218
NTDB id 269 KZH43 RS08665 WP 001085462.1 VVVDSVAALNP GDHGDSHVGLQAR 217
NTDB id 228 SPD RS09265 WP 001085462.1 VVVDSVAALYYP GDMGDSHVGLQAR 217
NTDB id 194 SPR RS08825 WP 001085462.1 VVVDSVAALNP GDHGDSHVGLQAR 217
NTDB id 159 SP RS09750 WP 001085462.1 VVVDSVAALYYP GDMGDSHVGLQAR 217
NTDB id 499 SM12261 RS08315 WP 078228268.1 VVVDSVAALKYP GDIGDSHVGLQAR 217
NTDB id 527 SMSK321 RS11065 WP 001085454.1 VVVDSVAALNYP GDHGDSHVGLQAR 217
NTDB id 453 Spy49 1753c ACI62003.1 VVVDSVAALYYP GDMGDSHVGLQAR 217
NTDB id 408 SMU RS09530 WP 002262392.1 VVVDSVAALNP GDH§GDSHVGLQAR 217
NTDB id 115 BSU 16940 NP 389576.2 VVVDSVAAL|PKAEI GDMGDSHVGLQAR 202
NTDB id 625 LCA RS02525 WP 011374196.1 VVDSVAALWYP AEI G MGD HVGLQAR 204
NTDB id 1313 DR RS12030 WP 010888966.1 VVVDSVAALWP AEI GDMGDSJWEGLQAR 216
NTDB id 1132366 CHRYMOREF3P RS10400 WP 077418994.1 VV DSVAALWPKAEI G MGDS GLEIAR 206
NTDB id 1334 RAOC RS04870 WP 004918236.1 VVVDSVAALWPKAEI GDMGDS GLBIAR 212
NTDB id 1245 Cj1673c YP 002345041.1 VVDSVAALWPKAEI GDMGD@WHVGLQAR 204
NTDB id 1214 NCTC11637 00359 SQJ03206.1 VVVDSVAALWPKAEI GDMGD[NHVGLQAR 206
NTDB id 1211 C694 RS00795 WP 000963128.1 VVVDSVAALWPKAEI GDMGD[NHVGLQAR 206
NTDB id 1389 A4U84 RS07560 WP 021112712.1 VDSVAALIWNPKAEI GDMGDSH GLQAR 220
NTDB id 1130 NGFG RS03960 WP 003688695.1 VVVDSVAALMPKAEI GDMGDSHVGLQAR 204
NTDB id 1124 NGFG RS03960 WP 003688695.1 VVVDSVAALWYPKAEI GDMGDSHVGLQAR 204
NTDB id 1123 O0K783 RS03845 WP 003688695.1 VVVDSVAALMPKAEI GDMGDSHVGLQAR 204
NTDB id 1427 RS RS02760 WP 011000510.1 V DSVAALYPKAEI MGD [WEGLQAR 212
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALIPKAET MGDSH GLQAR 203
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALIWPKAET MGDSH GLQAR 203
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALWPKAEI MGDSH GLQAR 203
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALIPKAET MGDSH GLQAR 203
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAAL|YPKAETI MGD HVGLQAR 203
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